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PROSPEC TUS it

Malaysian
MG Genomics
R Resource
Centre
MALAYSIAN GENOMICS RESOURCE CENTRE BERHAD

(Company Number : 652790-V)
(Incorporated in Malaysia under the Companies Act 1965)

INITIAL PUBLIC OFFERING IN CONJUNCTION WITH THE LISTING OF MGRC ON THE ACE MARKET OF BURSA
MALAYSIA SECURITIES BERHAD COMPRISING:-

(1 PUBLIC ISSUE OF 17,100,000 NEW ORDINARY SHARES OF RM0.10 EACH IN MGRC (“"MGRC SHARES")
COMPRISING:-

. 14,500,000 NEW MGRC SHARES BY WAY OF PRIVATE PLACEMENT TO SELECTED INVESTORS;

. 600,000 NEW MGRC SHARES AVAILABLE FOR APPLICATION BY ELIGIBLE DIRECTORS OF MGRC;
AND

2,000,000 NEW MGRC SHARES AVAILABLE FOR APPLICATION BY THE GENERAL PUBLIC

(I OFFER FOR SALE OF 2,000,000 MGRC SHARES BY WAY OF PRIVATE PLACEMENT TO SELECTED
INVESTORS;

AT AN ISSUE/ OFFER PRICE OF RM1.08 PER MGRC SHARE, PAYABLE IN FULL UPON APPLICATION.

Adviser, Sponsor, Underwriter & Placement Agent

KENANGA INVESTMENT BANK BERHAD

Company No. 15678-H

INVESTORS ARE ADVISED TO READ AND UNDERSTAND THE CONTENTS OF THE PROSPECTUS.
IF IN DOUBT, PLEASE CONSULT A PROFESSIONAL ADVISER. THERE ARE CERTAIN RISK FACTORS
WHICH PROSPECTIVE INVESTORS SHOULD CONSIDER. TURN TO SECTION 3 FOR “RISK FACTORS".



Company Mumber ; 652760-V

IMPORTANT NOTICE

RESPONSIBILITY STATEMENTS

The Directors, Promoters and Offeror {as defined herein} of our Company have seen and
approved this Prospectus, They collectively and individually accept full responsibility for the
accuracy of the information. Having made all reasenable enquiries, and to the best of their
knowledge and belief, they confirm there is no false or misieading statement or other facts which if
omitted, would make any stalement in lhis Prospecius false or misleading.

Kenanga Investment Barnk Berhad (“WIBBT), being our Adviser, Sponsor, Underwriter and
Placement Agent acknowledges thal, based on all available informalion, and o the best of its
knowledge and belief, 1his Prospecius constitules a full and true disciesure of all material facts
concerning the Public Igsue and the Offer for Sale.

STATEMENTS OF DISCLAIMER

A copy of this Prospectus has been registered with the Securities Commission of Malaysia {"SC™).
The registration of this Prospectus, should not be taken to indicate Lhat the SC recommends the
IFO (a5 defined herein} or assumes responsibility for lhe correctness of any siatement made or
opinion or report expressed in this Prospectus. The S5C has not, in any way, considerad the merits
of the securities being offered for investment.

The 5C 15 not liable for any non-disclosure on the part of cur Company and takes no responsibility
for the contents of this Prospectus, makes no representalion as to its accuracy or compleleness
andg expressly disclaims any liability for any loss you may sulfer arising from or in reliance upon the
whole or any part of the condents of this Prospecius. A copy of this Prospectus, together with the
application form, has also been lodged with the Registrar of Companies who takes no
responsibility for its conteris.

INVESTORS SHOULD RELY ON THEIR OWN EVALUATION TO ASSESS THE MERITS AND
RISKS OF THE INVESTMENT. INVESTORS WHO ARE IN ANY DOUBT A5 TO THE ACTION
TO BE TAKEN SHOULD CONSULT THEIR STOCKBROKERS, BANK MANAGERS,
SOLICITORS, ACCOUNTANTS OR OTHER PROFESSIONAL ADVISERS IMMEDIATELY.

Approval has been oblained from Bursa Malaysia Securities Berhad (*Bursa Securities”) for the
lisfing of and quotalion for the entire enlarged issued and paid-up share capital of MGRC. Qur
admizsion bo the Official List of Bursa Securilies is not to be taken as an indication of the merits of
lhe invilation, our Company or our securilies. Bursa Securilies shall nol be liable for any hon-
disclosure on our parl and takes no responsibility for the contents of this Prospecius, makes no
representation as to its accuracy or completeness and expressly disclaims any liability whalsoaver

for any loss howsoever arising from or in reliance upon the whole or any part of the contents of this
FProspectus,

The acceptance of applications for the securilies being issued [ offered is conditional upon
permission being granted by Bursa Securties for Lhe listing of and quotalion for the seturities
being issued / offered on the Official List of Bursa Securities. ' the permission is not applied for in
the form for the time being required by Bursa Securities before the third day on which Bursa
Securilies is open after the date of issue of this Prospectus or not granted within six (5) weeks from
the date of issue of this Prospecius {or such longer period as may be specified by the 5C),
provided that our Company is nolified by Bursa Securities within the aforesaid timeframe, all
monies paid in respect of any application accepted will be returned in full, without interest to the
applicants, at the applicanls' own risk. If any such monies are not returned within 14 days after our
Company and the Offeror become liable to repay it, lne provision of sub-seclion 243{2) of the
Capifal Markets and Services Act 2007 ("CMSA”) shall appiy.




Company Number - 652730-

IMPORTANT NOTICE (CGont'd)

OTHER STATEMENTS

Companies lisled on the ACE Market may have a limited operating history or may not have any
profit track record prior to listing. Such companies may be of high Investment risk. As with ail
investments, prospective investors should be aware of all potential risks in investing in such
companies and should make the decision to invest after giving due and careful consideration by
referring to, among others, the prospectus, latest financial staternemts and corporate
announcements. You are strongly recommended to seek advice from a  securities
professicnalfadviser.

The Public Issue {as defined herein) and Offer for Sale (az defined herein) is an exempt
transaction under section 213 of the CMSA and is therefore not subject to the approval of the SC.

Investors are advised to note that recourse for false or misleading stalements or acts made in
connection with this Prospectus is directly availablz \hrough Seclions 248, 249 and 357 of the
CMSA,

Securities listed on Bursa Securities are offered 1o the public premised on full and accurate
disclosure of all material information concerning the issue for which any of the perspns set put in
Section 236 of the CMSA, e.g. directors and advisers, are responsible,

This Prospectus can also be viewed or downlpaded from the Bursa Securities” website at
www bursamalaysiacom.  The contenis of the Electronic Prospectus and the copy of this
Praspeclus registered wilh the SC are 1he same.

You may also obtain a copy of the Electronic Prospectus from the website of CIMB Investment
Bank Berhad at www pipocimb.com, the website of CIMB Bank Berhad at www cimbclicks. com_my,
the website of Malayan Banking Berhad at www maybank2u.com.my, the website of Affin Bank
Berhad at www affinCnline.com and the website of RHB Bank Berhad at www.rhbbank.com.my via
hypertink to the website of Bursa Securities.

You are advised ihkat the Internet is not a fully secured medium, and that your Internet Share
Application {(as defined herein) may be subject 1o risks in data transmission, compuler Security
threate such as vituses, hackers and crackers, Taults with computer software and other events
beyond the control of the Interrel Padicipating Financial Instilution {(as defined herein). These
risks cannot ba borne by the Interngt Participating Financial Institulions,

f you are in doubt about the validity or integrity of an Electronic Prospectus, you should
immediately request from us, our Adviser or lssuing House, a paper printed copy of this
Prospectus.  In the event of any discrepancy arising between the contents of the Eleclronic
Prospectus and the paper printed copy of this Frospectus for any reason whatsoever, the contents
of the paper printed copy of this Prospectus, which is identical to the copy of the Prospectus
registered with the SC, shall prevail. The Electronic Prospectus submitted to the S5C and Bursa
Securities is the same as the registered paper printed copy,

In relation to any reference in this Prospectus to third party Internet sites (refermed to as “Third
Party Internet Sites™), whether by way of hyperlinks or by way of description of the Third Party
internet Sites, you acknowledge and agree that:

(i) we and our Adviser do not endorse and are not affilisled in any way with the Third Party
Internet Sites. Accordingly, we and our Adviser are not respansible for any availability of,
or the content or any dala, files or other materials provided on the Third Parly Internet
Sites. You bear all risks associated with the access to or use of the Third Party Internet
Sites:
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IMPORTANT NOTICE (Cont'd)

{ii} we and our Adviser are nol responsible far the gualily of producis or services in 1he Third
Party Internet Sites, particulady in fulfilling any af the terms of any of your agresments wilh
the Third Party Internet Sites. We and our Adviser are also not respensible for any loss or
damage or cost that you may suffer or incur in conpection with or as a result of dealing
with 1he Third Party Internet Sites or the use of or reliance on any data, files or materials
provided by such parties; and

fiii} any data, files or other materials downloaded from the Third Party Internet Siles is done at
your discretion and risk. We and our Adviser are not responsible, liable or under
pbligations for any damage to your computer syslem or loss of dala resulting from the
downloading of any such data, information, files or other materials.

Where an Electronic Prospectus is hosted on the website of the Internet Participating Financial
Institutions, you are advised that:

(i) the inlemet Participating Financial [nstitutions are only liabie in respect of the inlegrity of
the contents of an Electronic Prospeclus, 1o the extent that the content of the Eleckonic
Prospectus situated on the web server or the Internet Participating Financial Institutions
which may be viewed via your web browser or ¢ther relevant software. The Intemnel
Parlicipating Financial Institulions shall not be responsible in any way for the integrity of
the contents of any Electronic Prospectus, which has bheen obtained from the web server
of the Internet Participating Financial Insblutions, and subsequently communicated or
disseminated in any manner to you or gther parties; and

il while all reasonable measures have been taken to ensure the accuracy and reliability of
the information provided in an Electronic Prospectus, the accuracy and reliability of the
Electronic Prosperius canngt be guaranteed because the Intemet is not a fully secured
medium.

The Internet Paricipaling Financial Institutions are not liable {whether in tort or contract or
otherwise) for any loss, damage or costs, you of any other persen may suffer or incur due o, as a
consequence of or in connection with any inaccuracy, change, alteration, deletion or omission in
respect of the informatign provided in an Electronic Prospectus which may arise in connection with
or a5 a result of any fault wilh web browser or other relevant software, any fault on yours or any
third party's personal computer, operaling system or other software, viruses or cther security
threats, urauthorised access to information or systems in relation to the website of the Internet
Farticipating Financial tnstitutions, andfor problems ecourring during data transmigsion, which may
result in inaccurate or incomplete copies of information being downloaded or dispfayed on your
personal computer.

The Prospectus has net been and will not be made 10 comply with the laws of any jurisdiction other
than Malaysia, and has nol been and will not be lodged, registered or approved pursuart to or
under any applicable securties or equivalent legislation or with or by any regulatory authority or
other relevant body of any jurisdiciion other than Malaysia.

We will nat, prior to acting on any acceptance in respect of Ihe IPO, make or be bound to make
any enquiry as to whether you have a registered address in Malaysia and will not accept or bhe
deemed to accept any liability in relation therelc whether or not any enquiry or investigalion s
made in connection therewith.

It shall be your sole respansibility if you are or may be subject to the laws of counties or
jurisdictions other than Malaysia, o consult your legal andfor other professional advisers as o
whelher the IPO would result in the contravention of any law of such countries or jurisdictions.
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IMPORTANT NOTICE {Cont'd)

Further, it shall also be your sole responsibitity to ensure that your application for the IPO would be
in com pliance with the terms of the IPO and would net be in contravention of any law of countries
or jurisdictions olher than Malaysia to which you may be subjected to. We will further assume Lhat
you had accepted the IPO in Malaysia and will at all applicable time be subjected only to the laws
of Malaysia in connection therewith. However, we reserve the right, in our abscolute discretion 1o
ireat any acceptance as invalid if we believe that such acceptance may violate any law or
applicable legal or regulatory reguirements.

We will not take any action to ensure thal this Prospectus complies with the laws of any countries
ar jurisdiction other than the laws of Malaysia. It is your sole responsibility to consull your legal
andfor other professional advisers on the applicable laws thal you are or mighl be subjected to.
Meither we nor our Adviser will accept any responsibility or liability if yvour application becomes
illegal, unenforceable, voidable or void in any country or jurisdiction.

THE REST OF THE PAGE IS INTENTIONALLY LEFT BLANK
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IMPORTANT DATES

The indicative timing of events leading up to the listing of and quotation for our entire enlarged issued
and paid-up share capital on the ACE Market is sel oul below: -

Event Tentative Date
Issuance of Prospectus | Opening Date of Application for the IPD 8 Seplember 2010
Closing Date of Application for the 1PD 23 September 2010
Balloling of lhe applications for the |ssue Shares {as defined hergin) 27 September 2010
Despaich of Motices of Allotment to successful applicants of the issue 4 Qclober 2210
Shares

Listing of our entire enlarged issued and paid-up share capital on the 5 Qctober 2010
ACE Market

SAVE FOR THE OPENING DATE OF THE APPLICATION FOR THE IPO, THESE DATES ARE
TENTATIVE AND ARE SUBJECT TO CHANGES WHICH MAY BE NECESSARY TO FACILITATE
IMPLEMENTATION PROCEDURES.

APPLICATIONS WILL BE ACCEPTED FROM 10:00 AM. ON 8 SEFTEMBER 2010 AND WiLL
REMAIN OPEN UNTIL 5:00 P.M. ON 23 SEPTEMBER 2010 OR SUCH LATER DATE OR DATES
OUR BOARD OF DIRECTORS AND KIBB AT THEIR ABSOLUTE DISCRETION MAY JOINTLY
DECIDE.

SHOULD THE DATE OF CLOSING OF APPLICATION FOR THE IPD BE EXTENDED, THE
DATES FOR BALLOTING OF THE APPLICATIONS FOR THE ISSUE SHARES, DESPATCH OF
NOTICES OF ALLOTMENT OF THE ISSUE SHARES TCO SUCCESSFUL APPLICANTS AND
LISTING OF OUR ENTIRE ENLARGED ISSUED AND PAID-UP SHARE CAPITAL ON THE ACE
MARKET WILL BE EXTENDED ACCORDINGLY. IN THE EVENT THE DATE OF THE CLOSING
OF APPLICATION FOR THE IFO IS5 EXTENDED, THE PUBLIC WILL BE NOTIFIED OF SUCH
EXTENSION BY WAY OF ADVERTISEMENTS FLACED IN WIDELY CIRCULATED ENGLISH
AND BAHASA MALAYSIA NEWSPAFPERS WITHIN MALAYSIA.

THE REST OF THE PAGE IS5 INTENTIONALLY LEFT BLANK
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PRESENTATION OF INFORMATION

All references to “MGRC™ and “our Company” in this prospectus are to Malaysian Genomics Resourse
Ceantre Berhad {652790-Y}, and references to “we”, “us”, "our” and "ourselves” are to our Company,
save where the contexd otherwise requires. Unless the context otherwise requires, references fo
“Management” are to our Key Management Employees as at the date of this Frospectus, and
statemenl as to our beliefs, expectalions, estimates and opinions are those of our Management,

The word "approximately” used in this Prospectus is to indicate that a number is not an exact one, but
that number is usually rounded off to the nearest hundredth or two (2] decimal places. Any
discrepancies (if any) in the tables included herein between the amounts listed ard the totals thereof
are due to rounding.

tn this Prospectus, words importing the singular shall, where applicable, include the plural and vice
versa and words importing the masculine gender shall, where applicable, include feminine and neuter
genders and vice versa. Relerence to persons shall, where applicable, include corporations.,

Any reference in this Prospectus 1o any enactment is a reference to that enaclment as for the time
being amended or re-enacted. Any reference to ime relates to Malaysian time, unless olherwise
specified.

This Prospectus includes statistical dala provided by us and vardous lhird paries and cites third-party
projections regarding growth and performance of the indusiries in which we cperate. This data is
taken or derived from informalion published by industry scurces and from our internal data. In each
such case, the source is stated in this Prospectus, provided that where no source is stated, it can be
assumed that the information originales from us. In particular, certain information in this Prospectus
is extracted or derived from reportis) prepared by Frost & Sullivan, an independent business and
market research consultant. We helieve that the stalistical data and projections cited in this
Frospectus are uselul in helping you understand the major trends in the industry in which we operate.
However, neither we nor our Advisers have independently verified these data. Meilher we nor qur
Advisers make any representation as io the correctness, acouracy or completeness of such data.
Similarly, third party projections, including the projections from Frost & Sullivan, cited in this
Prospectus are subject to significant uncertafnties that could cause actugl data to differ materiafly
fram the projected figures.

The information on our website, or any website directly or indirectly linked to such website does not
form pan of this Prospactus and you should not rely on it

| THE RES7 OF THE PAGE IS INTENTIONALLY LEFT BLANK
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FORWARD-LQOKING STATEMENTS

This Prospectus containg forward-looking statements. Al statements other than thase of historical
facts included in this Prospestus, including, without limitation, those regarding our Group's financal
position, business strategies, plans and objectives of our Management for future operations, are
forward-looking statements. Such forward-logking statements inwolve known and unknown risks,
uncertainties, contingencies and other factors which may cause gur actual resulis, our performance or
achievements, or industry results, to be materially different from any future results, performance or
achievements expressed or implied by such forward-looking staterments. Such forward-looking
staterments are based on numerous assumptions regarding our Group's present and future business
strategies and the enviranment in which our Group will operate in the future. Such forward-locking
staternents reflect our Management's current view with respect to future event and are not a
guarantee of future performance.

Some of these forward-looking statements can be entilied by the use of forward-looking terminology
such as the words “may”, "will”, “would", "could”, “believe”, "expect”, “anticipate®, "intend”, “estimate”,
“aim”, “plan™, “forecast’, or similar expressions and include all slatements that are not historical facts.
Such forward-looking statements include, without limitation, statements relating to:

{a) demand for cur products and services;

{b) our business stralegies;

{c) plans and objectives of our Management for future operations, products and senvices;
{d) our financial positions; and

{e} our future earnings, cash flows and Lquidity.

Qur actual results may differ materially from informalion contained in such forward-leoking stalements
as aresult of a number of faclors beyond our control, including, without limitations:

(i} ke econcmic, pofitical and investment environment in Malaysia and globally; and
() government policy, legislation or reguiation,

Additional factors that could cause our actual results, performance or achievement to differ materially
include, but are not limited to those discussed in Section 3 - Risk Factors and Section 6.3 -
Management's Discussion and Analysis of Financial Condition and Results of Qparations of
this Prospectus. Due to these and other uncertainiies, we cannot assure you thal lhe forward-looking
statermnents included in this Prospectus will be realised,

The forward-looking statements in this Prospectus are based on information available to us as at the
date of this Prospectus. Subject to the provisions of Section 238 of the CMSA, we expressly disclaim
any ohligalion or underfaking o release publicly any updale or revigion to any forward-looking
statement contained in this Prospecius to reflect any change in our expectations with regard thereto
or any change in events, conditions or circumstances on which any such statement is based.

You will be deemed to have read and understood the descriptions of the assumptions and
uncertainties underlying the forward-looking statements that are contained herein.

THE REST OF THE PAGE IS INTENTIGNALLY LEFT BLANK
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Company Number : 652790-V

DEFINITIONS

In this Prospectus, unless the context otherwise requires, the following abbreviations shall apply

Lhroughout: -

Act

ACE Market
ADA

ADA Code
Applicalion Form
ATM

AUD
BiotechCarp

BioMexus Status

Board

Bursa Depository

Bursa Securities

Bursa Securities Members

Central Deposilones Acl

cDS

DS Account

ChMSA

Contraci Genomics
Services

Deposiled Security

Depositor

The Companies Act, 1965, as amended fram lime to time, and
any re-enactment thereof

ACE Market of Bursa Securilies

Authorised Deposilory Agent

ADA (Broker) Code

Printed application form far application of (he lssue Shares
Automaled teller machine

Australian Dollars, the lawful currency of Australia

Malaysian Bictechnology Corporation Sdn Bhd (691431-01)

A designation awarded by MoF in concurrence with BintechCorp
o gualifying biptechnology companies, making them eligitle for
privileges contained in the BioNexus Bill of Guarantees

Board of directors of MGRC

Bursa Malaysia Depository Sdn Bhd (165570-W)

Burza Malaysia Securities Berhad (6359598-W)

Regislered Bursa Securities Members being also an ADA
Securities Induslry (Central Deposilories) Acl, 1991 and any
statulory modification, amendment or re-enactment thereof far
the time being in force made thereunder and ali subsidiary
legislation made Whereunder

Central Depository System

An account eslablizhed at Bursa Depesitory for a Depositor for
the recording of deposit of securities ard for dealing in such

securities by the Depositor

Capital Markets and Services Act 2007, as amended from fime
to lime, and any re-enactment thereof

Provision of a comprehensive range of genome assembly and
hioinformatics analysis services and provision of DNA sequencing
SEMVICES

A Security in our Company standing to ihe credit of a CDS
Account and includes securities in a CDS Account that is in
suspense

A holder of a CDS Account

Wil
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DEFINITIONS [Cent'd)

Direcior

EBITDA

Electronic Share Application

ERS

Executive Directors

FPE

Frost & Sullivan

FYE

Genomics Data Access
Sovices

IMR
Internet Participating Financial
Instituktian(s)

Internet Share Application

IP

IPO

PO Share(s)
[ssue Price

Issue Shares

Issuing House

Key Managemenl Employees

A natural person who hotds a directorship in an executive or
non-executive capacity in our Company

Earnings before interest, 1ax, depreciation and amortisation

Application of the Issue Shares through a Participating
Financial Institution’s ATMs

Eamings per share

Fobert George Hercus @@ Abdut Karim Hercus, Munirah binti
Haji Abdul Hamid and Date' Dr. Norraesah binti Haji Mokamad

Financial period ended / ending

Frost & Sullivan Malaysia Sdn Bhd (522293-W), the appointed
independent business and market research consultant

Financial year ended { ending

Provision of an online biginformatics applications service yia our
portal located at www.marc.com.my.

The Independent Market Ressarch Report from Frost &
Sullivan

Faricipating organisation{s} for  the Internst Share
Applications as listed in Section 15 of this Prospectus

Application of the Issue Shares through an  Internet
Participating Financial Institukion

Intellectual properties

Initial public ofsring of the |ssue Shares and OHer Shares in
conjunction with the listing of and quotatian for our entire
enlarged issued and paid-up share capital on the ACE Market

The Issue Shares and the Offer Shares, as the case may be
RM1.08 per Issue Share

The 17,300,000 new Shares representing approximately
18.17% of our enlarged ssued and paid-up ordinary share
capital crediled as fully paid-up at the lssue Price pursuant lo
the Public 1ssue, payable in full upon application and subject
to the terms and conditions of this Prospectus

Malaysian Issuing House Sdn Bhd (258345-X)

Robert George Hercus @ Abdul Karim Hercus, Munirab Binli
Haji Abdul Hamid, Adlan Hercus, Ching Soo Meng and Tay

Liang Chung, further details of whom are described in Section
8.4 of this Prospectus
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DEFINITIONS {Cont'd)

KIBE

Latest Practicable Date

Ligting

Listing Requirements
Management

Market Day(s)

MGRE or Company
MNCs

MoF

MA

NAY

Neuramatix

NTA

Offer for Sale

Offer Price

OHer Share(s)

Offerer

Participating Financial
Institution{s}

PAT

PET

Placermeant Agent

Kenanga Investment Bank Berhad (15678-H)

31 July 2010, being the |atest practicable date prior to the
date of thiz Prospecius

Initial listing of and guetation for MGRC's entire enlarged
issued and paid-up share capital comprising 94,100,480
Shares on the ACE Market

Listing Requirements of Bursa Securities for the ACE Market
Cur Key Management Employees

Any day belween Monday and Friday {inclusive of both days)
which is not a public holiday and on which Bursa Securities Is
ppen for the trading of securities

Malaysian Genomics Resource Cenlre Berhad (652720-V)
Multinational corparations

Ministry of Finance

MNet assets

Net assels value

Neuramatix Sdn Bha ({568%93-A), a holding company of
Synamati

Met langible assels

Offer for sale of the Offer Shares at the Offer Price by the
Cfferor to selected investors

The offer price of RM1.08 for each Cffer Share

The 2,000,000 Shares, representing approximately 2.13% of
our enlarged issued and paid-up erdinary share capital which
are to be offered for sale to selecied investors pursuant to the
Offer for Sale, payable in full upan application and subject to
the terms and conditions of this Progpectus

Cur existing shareholder, being Meuramatix, making available
the Offer Shares under the Offer for Sale

Padicipating financial institulion(s) for Eleclronic Share
Application as listed in Section 15 of this Prospectus

Profit after taxation
Profit before taxation

Kenanga Investment Bank Berhad (15678-H)
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DEFINITIONS (Cont'd)

Private Placement

Fromoter(s)

Prospectus

FPublic Issue

Qualifying Activities

Ra&D

RM and Sen
ROC

Rules

5C

Security

Share(s) or MGRC Share(s)

Shared Services Agreement

Sime

Software License Agreement

The private placement of 14,500,000 Shares to selecled
investors at the lssue Price

Synamalix, MNeuramatix, Reobert George Hercus @ Abdul
Karim Hercus and Muenirah binti Haji Akdul Hamid

This prospectus dated & Seplember 2010 in relation (o the
PO

The public izsue of the lssue Shares at the lssue Price
payable in full upon application and subject o the terms and
conditions of this Prospecius

Means bisinformatics and related services
Research and development

Ringgit Malaysia and sen respeclively, the lawful currency of
Malaysia

Reqistrar of Companies

The Rules of Bursa Depository and any appendices thereto
and all medifications or re-enactment thereof, and any
circulars or guidance notes issued thereunder

Securities Commission of Malaysia

Shares of our Company and, if applicable, Includes and any
debentures, slocks or bonds and any option, right or inlerest
in rezpecl therecf and any debt securities as defined under
the Central Depositories Act issued by our Company

Ordinary share(s} of par value of RMQ. 10 each in MGRC

Agreement dated 5 February 2010 entered into between
Neuramatix and us for the provision andfor procurement for
our Company, company secretarial services, tax advisory
services, human resource services, nefwork management
senvices, accounting services, legal and intellectual property
senvices, premises and procurement services

Sime Darby Technoipgy Centre Sdn Bhd {237580-K)

Agreement dated 14 March 2005 as supplemented by
Supplemental Software License Agreement dated 1 March
2007 and Second Supplemental Scitware License Agreement
dated 5 February 2010 entered into between Synamaltix and
us for the perpetual commercial license to use certain
specified computer programs developed by Synamatix as well
as all registered and unregistered trade marks of Synamatix,
The said agreement also grants to our Company a right of first
refusal to use the computer programs hereafter developed by
Synamatix for commercial use. The license is (o be exclusive
for as long as we pay the maintenance fee thereunder

i
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BEFINITIONS {Cont'd}

Synamatix : Synamatix Sdn Bhd {5384 81-U!), our holding company, which
owns 78.59% of our issued and paid up share capilal as at
Latesi Practicable Date

Undarwriter : Kenanga Invesiment Bank Berhad {(15678-H}

Underwriting Agreement : The underwriting agreement dated 1 July 2010 between our
Company and the Underwriter for the underwriting of
2,600,000 Issue Shares made available for subscription by
the gengral public and eligible Directors

United Slates : Tha United Slates of America

UsD : United Siates Dollars, the lawful currency of Lhe Uniled Stales

THE REST OF THE PAGE IS INTENTIONALLY LEFT BLANK
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DEFINITIONS {Cont'd)

Technical Definitions

Assembly

Base Pair

Biginformatics

Call

ChIP-5eq

Chromosomes

ChY

De-Movo
Assembly

Sequence assembiy refers to aligning and jpining short DMA fragments inlo a
much longer DNA seguence In order to generate a representation of the
genome. This is needed, as current DNA sequencing lechnology cannot read
whole genemes in one go, but in smaller pieces

A pair of two nucleotide bases. The bases A, C, T and G only acour in specific
pairtngs of A-T and G-C. These base pairs eventually form the DNA, which in
turnt forms chromosomes and subsequently all the cells in an organism, Base
pairs are important in understanding Lhe biology of an organism because they
are involved in the replication of cells in that orpanism. In other words, base
pairs function ke & guide that explains how cells in an orgamsm should be
repiicaled to build that organism

Thess base pairs can combing to form long slings thal twist into a corkscrew-
shape called a double helix. The arrangement of the base pairs in the double
helix determines the hereditary characteristics lhat the plant or animal inherits.
These strings form the DMA in all living beings, whelher plant or animal

Biowiformatics is the use of compulational methods to identify and analyse the
bases in a binlogical organism. Due te the massive volume ol bases préesenl in
DNA (e.g. the human genomea has 2 billion base pairs] and the numerous
compulations lhat need to be carried oul to identify the bases, biology has
combined with compuler science and mformation technology to form ihe
seience of bioinfarmatics, Briefly, bisinformatics is a combinalion of biology
and information technelogy. It involves the use of tools and technigues from
lhree respective disciplines including molecular biglogy, computer science and
data analysis algorithms

The basic structural, functional and smallest unit of any organism

ChIF is the abbreviation for “chromatin immunoprecipitation”. ChiP-Seq is
essentially the sequencing of chromatin immunoprecipitated DNA

BMNA iz grganized into long silnings that are folded into chromosomes to
organize the genome intc manageable subunils. Each chromosome is
composed of DNA, and is contained within the nucleus of lhe cell of an
organism. Under a microscope, chromosomes can be seen as little rod-like
structures

Copy Number Variations

When a genome (2.0, the human genome) is first investigaled, its sequential
alignment is unknown, The process of assembling the fragments into a single
seguaence lhat represents a map of the whole genome for the first time is
known as de-novo assembly. Once assembled this map can be used as a
reference genome for subsequant sequencing and assembly, for example, of
all other humans
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DNA & RNA

Double Helix

Genome, Gene
& Genomics

Mapping

mRNA
MNGS

Mucleotide
Base {or Base)

MNucleus

Fipeline

DNA (deoxyribonucleic acid) and RMNA {ribonucleic acid) are two different
nucleic acids found in the cells of all organisms. Both play cooperating roles in
cell biology. DNA and RNA are both made up of Ibng chains of nuclectide
units. However, there are a few structural details that distinguish them: ENA IS
usually single-stranded, while DNA is a double-stranded helix. DNA contains
the genetic information of an organism, This information is carried by the RNA
to a cell component that is used to make proteing. Nuclectides are molecules
that are the subunits that make up DNA and RNA,

The double-sttand helix in DNA is held together by lhese nucleotide
molecules, also called bases. There are four types of bases and they ara
Adenine {A), Thymine {T), Cytosine {C) and Guanine (G), aflsc known
coliectively by their initials, ie. ATCG. it is the sequence of these maolecular
bases that provide the genetic information

The physical shape formed by DNA resembling a corkscrew turning in a
clockwise direction

The genome is the complele set of DMNA in an organism te. 1he entirely of an
organism's hereditary information. A gene is a section ¢f the genome that has
a specific function or role in the body. Examples of genes include ingulin which
regulates blood sugar level. Genomics is 1he study of genomes which includes
efforts to determine the entire DNA sequence of organisms and downstream
bioinformalics and iab-based experiments and research.

The four {4) nuclenlide bases of ATCG make up the entire human genome.
The hurnan genome consisls of approximately three (3) billion nucleotide base
pairs, conlained in 23 pairs of chromosomes

This is the process by which short DNA fragments are matched 1o their
corresponding location on a genome. Most fragmendls can be placed
accurately. Cocasionally due to repelitive regions or conlamination, fragments
have lo be discarded

Micro RNAs
Mext-generalion sequencing

A nucleotide base is a chemical molecule typically made from a combination of
oxygen, nitrogen, and hydrogen that combine to form DNA, RNA, and other
building blocks used to form a biolegical organism. Depending on ihe
arrangement of lhese molecules, different bases are formed. In DNA, for
example, the bases are commonly referred lo as Adenine [A), Thymine (T),
Cytosine {C) and Guanine (3), representing the firsl lelter in each of their
respeclive names

The *contral centré”™ i a cell that contains DMA and RNA, and is responsible
for growth

A pipeline 1s a term used in bicinformatics to =ignify the processes invalved in
carrying out the oinformalics analysis. It is essentially 1he sequence of steps
that are used from sample collection and preparation to DNA sequencing,
followed by a large number of steps lo process, analyse and visualise \he data
using biginformatics
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PCR

Sequencing

Sequence
Assembly

SNP

SNY

Trarscriptome

Polymerase chain reaction. A technique to amplify a single o a few coples of
a piece of ONA across several orders of magnitude, generating thousands to
milliong of copies of a particular BiNA seguence

Sequencing is & procedurs to obtain the sequential arrangement of nuclectide
base-pairs {ie. the AGTC discussed above) in DNA or RNA. Some genelic
testz rely on seguencing to find areas of a gene that deviate from the nomn
(mutations) and may cause disease

Sequence assembly refers to the aligning and merging of fragpments of a much
longer DMA seguence in order to create a representation of the original
sequence or whole genomes. This is needed, as DNA sequencing technology
cannot  process whole genomes i one go, but only in smaller
pieces/fragments

Single Nucleotide Polymorphism (SNP, proncunced “snig™. This is a genelic
vanation in a DMA sequence that occurs when a single nucleotide in &
geneme is alterad

Single Nucteotide Variation

The transcriptome of an arganism is the collective noun for all sections of DNA
or genes that are transcribed from the genome

THE REST OF THE PAGE IS INTENTIONALLY LEFT BLANK
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PRELIMINARY

This Prospectus is dated & September 2010,

We have registered a copy of this Prospectus together with the Application Forms with the SC. We
have also lodged a copy of this Prospectus, togethar with the Application Form with the ROC. Neither
the 5C nor the ROC takes any responsibility for the contents of this Prospectus.

Bursa Securities had via its |etter dated 19 May 2010 granted its approval for the admission of our
Company to the Official List of the ACE Market and the listing and quotation of our enlire enlarged
issued and paid-up share capital of 34,100 480 Shares. Our Shares will be admitled ko the Official List
of the ACE Market and official quotation will commence after receipt of confirmation from Bursa
Depository that all CDS accounts of the successful applicants have heen duly credited and notices of
allotrment have been despatched to all successful applicants.

Under Bursa Securities’ frading rules, trading in all Bursa Securities’ listed securities can only be
executed through an ADA who is also a Bursa Securities member with effect from the date of listing.

You must have a CBS Account prior 1o submitting applications for our Shares aither by way of the
Application Forms, Electronic Share Application or Internet Share Application. If you do not presently
have a CDS Account, you should open a CDS Account 2t an ADA prior to making an application for
our Shares. You should state your CDS Account number in the space provided in the Application Form
i you presently have such an account registered in your own name. If you already have a CDS
Account, you should not eomplate the preferred ADA Code.

In the case of Electronic Share Application or Internet Share Application, only an applicant who is an
individual and who is a Malaysian citizen residing in Malaysia and has a CDS Account can make an
Electronic Share Application or Inlemel Share Application.

Pursuant to Section 14{1) of the Securities industry {Central Deposilories) Act, 1881, Bursa Securities
has prescribed our Shares as prescribed securities. Therefore, we will deposit the IPO Shares directly
with Bursa Depository. Any dealings in our Shares will be carried out in accordance with Lhe aforesaid
acl and the Rules, We will nol issue share certificates to successful applicants.

Pursuant 1o the Lisling Reqguiremenls, at least 25% of he issued and paid-up share capital of our
Company must be keld by a minimum number of 200 public shareholders holding not less than 100
Shares each. We expect to meet the above requirement at the point of lisling. However, if we do not
meet the ahove requiremant, we may not be allowed ko proceasd with our listing plan. We will return in
full, without interest, monies paid in respect of all applications.

You should rely only an the informalion contained in this Frospectus. We and KIBB have nat
authorised anyone to provide you with informalion that is different and net contained in this
Prospectys. The delivery ef this Prospectus or any issue made in connection with this Prospectus shall
not, under any circumstances, constitute a representation or create any implication that there has been
no change in our affairs since the date of this Prospectus. Meonetheless, should we hecome aware of
any material change or development affecting 2 matier disclosed in this Prospectus from the date of
registration of this Prospectus with the ST up to the date of the PO, we shall further issue a
supplemental or replacement prospectus, as the case may be, in accordance with the provision of
Seclion 238 of the CMEBA.

The distritniion of this Prospectus and the sale of our Shares will not be registered under any possible
securittes legistation of any jurisdiclion except Malaysia. This Prospectus does not constitule and may
not be used for the purpose of any offer to sell ar an invitation of an offer 1o buy any (PO Shares in any
furisdiction and in any circumslance in which such offer or invitation is not authorised ar lawful or to
any persan 1o whom it is unlawful to make such offer or invitation,

YOU SHOULD RELY ON YOUR OWN EVALUATION TO ASSESS THE MERITS AND RISKS OF
THE INVESTMENT. IN CONSIDERING THE INVESTMENT, INVESTORS WHO ARE IN ANY
DOUBT AS TO THE ACTION TG BE TAKEN SHOULD CONSULT THEIR STOCKBROKERS, BANK
MANAGERS, SOLICITORS, ACCOUNTANTS OR OTHER PROFESSIONAL ADVISERS
IMMEDIATELY.

You can view or dewnigad this Prospectus from Bursa Securities’ website at www. bursamalaysia.com.
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1

SUMMARY INFORMATION

THE FOLLOWING IS ONLY A SUMMARY OF THE SALIENT INFCRMATION ABOUT OUR
CCMPANY. INVESTORS SHOULD READ AND UNDERSTAMD THE WHOLE PROSPECTUS
PRICR TO DECIDING WHETHER TO INVEST.

1.1

HISTORY AND NATURE OF BUSINESS

We were incorporated in Malaysia on 18 May 2004 under the Act as & private limited
company. On 3 August 2004 we changed our hame from Malaysian Genomics Research
Centre Sdn Bhd to Malaysian Genomics Resource Centre Sdn Bhd. Subsequently, on 25
Janpary 2010, we converted intg a public limited company and assumed gur present name.

We were incorporated in 2004 with the purpose of being an online bioinformatics applicalion
services provider where we offered biinformatics applications services via our portal.
Synamatix is the developer of all the bicinformatics applications software that we utilise on
our portal. The portal allows our users to compare their genomic sequences with online
databases of genomic data which reside in our portal, of a certain size and quantum,

By 2006, we anticipated a growing demand for more in-depth bulk bicinformatics
computativnal analysis i.e. anything that is more than what is available for comparison n our
porial, which would involve the custom development of analysis pipelines based on the
specific requirements of each customer's project. As such, we eslablished cur Contracl
Genomics Services for this purpose, to serve customers wanling to culsource this
bioinformalics analysis aspect of lheir life science research,

In FYE 2007 we worked with Synamalix on a project to analyse cancer genomes for Brigham
and Women's Hospilal, 2 teaching affiliate of Harvard Medical School. They remain as one of
our cusiomers today, Another one of our initial projects was for Universiti Kebanggaan
Malaysia where we completed the first whole genome sequencing and assembly using next
generation sequencing machines for a yeast genome and a hacterial genome. Another of our
initial bioinformatics analysis projects came from Australian Genome Research Facility Lid,
which contracted us to look for similarities and differences in the genomic sequence dala of
two (2) marsupial genomes. Since then, we have completed analysis for multiple genomes
and transcriptome projests, notably oil palm and lung cancer.

In arder lo continue our growth to further increase our revenue, we intend lo expand our
Contracl Genomics Servicas, provide in-house genome sequencing senvices and develop
propristary genomic data for use in the healthcars, food crop, and energy industries. For
further information on our fulure plans and strategies please refer o Sseclion 7 of this
FProspectus.

Business Qverview

While we continue to mamnlain our poral services, also known as Genomics Data Access
Bervices, we currenlly focus on our Contract Genomics Setvices to provide customized
bioinformalics analysis solutions to our customers. Qur Contract Genomics Services are
made up of genome sequencing services and bioinformatics analysis services.

A summary of our service offerings is as follows:-
{a) Contract Genomics Services

We have customisable, proprietary computalional pipelines that enable our customers to fully
leverage our applications, compute resources and expertise to obtain meaningful biolagical
information from their genomic data, We specialise in the bulk processing and complex
analysis of large volumes of genomic data that are generaled by our customers. We support
them with & full range of services from project design and scoping to sequencing, assembly,
mapping and validation of data to inténsive bioinformatics analysis and data mining.
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Some of our bininformatics services include the following:
»  Genome (rejseguencing and analysis

Transcriptome seguencing analysis

ChIP —5eq analysis

De npvo assembly

MicraRNA analysis

Mutalion anatysis

Structural vatiation analysis

Annotation services

Human genome bipinformatics services

Please refer to Section 4.6.2 of this Prospectus for further details on pur Contract Genomics
Services.

(b} Genomics Data Access Services

Cur online bivinformatics portal that is |ocated at www.mqre.com.my provides both an English
and a Mandarin interface. Our portal enables the local and international life sciences
community to access our anline bicinformatics applications services at no cost pursuant 1o the
arrangement wilh BictechCarp.

This online biginformatics resource has been made available for free to the public to enhance
lhe research, development and commercialisation activities and capabilities for the Malaysian
biolechnology community, especially universities and research institutes, and lp promote
Malaysia's hicinformalics capabilittes on a warldwide basis.

As one of only a few such portals on biginformatics worldwide, we hope that our portal
promotes the importance of this scignce, while also promoting the availability of our Contract
Genomics Services in Malaysia and overseas.

Further details on our Genomics Data Access Senvices are provided in Section 4.6.3 of this
Prospectus.

I_ THE REST OF THE PAGE IS INTENTIONALLY LEFT BLANK
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1.2

RISK FACTORS

Yoo should carefully consider the following risk factors {which are not exhaustive) and
summarised below, in addition 1o the other infermation contained in this Prospectus before

investing in our Company. For a detailed commentary on the risk factors, please refer to
Seclion 3 of this Prospectus:-

{A) Business Risks

(2)

(b}

(c)

(d)

{e)

()

Availability of Skilled Personnel

We face a challenge to recruit and maintain suitable talented individuals
as the mdustry is still relatively new.

Risk of Mew Revenue Stream

As part of our future plans and strategies, we intend to offer in-house
sequUencing services as well as implement a subscription based model for
accessing our proprietary databanks. There is no assurance that we will
be able to achieve the desired results from our genomics databanks and
sequencing services.

Dependency on Software Programs and Systemns

-

We are dependent pn licensed software programs provided by
Synarmatix, other third party software providers and open source software
providers 1o maintain ocur competilive position in our business of providing
bisinfermatics services,

However, we are not obliged to socurce our software systems
requirements from Synamatix. In the event that there arg more suitable
and superior software from third parties, we can source the scftware from
these third paries.

Ability to Compete Effectively and Future Performance is Dependent on the
Continuing Availability of Key Management Empioyees.

Our future performance depends to a significant extent on the continued
efforts and abilities as wek as the networking and marketing efforts of cur
Directars and Key Management Employees, especially cur Managing
Director, Robert George Hercus & Abdul Karim Hercus, who is curremtly
our steward and figurehead,

We believe that by increasing cur profile threugh the listing on the ACE
Market of Bursa Securities, we will be able to enhance cur capabilily 1o
attract and retain able and qualified personne! o play an active role in our
growth,

Dependency on Limited Customer Base

There is no assurance that we will be successful in diversifying our
customer bhase and in securing projects which we are currently
lendering/pitching for. The inability to replenish and diversify our project
pipeline as well as inabilily to strengthen and build up qur management
team in anlicipation of such diversification will have a malerial impact on
cur future profitability and business prospects.

Nevertheless, our work since 2008 has posilioned us to tenderfpitch for
several projects, and equipped us to serve a larger customer base of
smaller value projects.

Risk of Fluctuation in Revenue

A lack of long term contracts and recuming agreements is a norm in our
industry, making it difficult to ascertain cur future performance due to the
lack of a recurring element in our revenus.
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{B)

{€)

Additionally, revenues coincide with the relevant milestones of each
project and we may face fluctuations in that revenue recorded for certain
months may be high whilst for other manths only minimal.

{g] Changes in or loss of cur BioMexus Status

There can be no assurance that the BioMexus Status will not be changed
ar modified in any way in the future or that we will continue to retain our
BioNexus Status to continue to enjoy such financial and non-financial
incentives, which could adversely affect our business, operating results
and financial conditions.

Risks Relating to the Industry

M Rapid Changes in Technology

As with other computer science-related technologies, bioinformalics
technology conlinues to change and develop rapidly. If we do not keep
up to date wilh these changes in technofagy and how they could affect
our customners, some of our services may become less competitive.

We ensure that we keep up to date on the latest technologies by
participating in key indusiry conferences and exhibitions, and by
continugusly working towards close relalionships with manufacturers of
new sequencing technologies.

Cther Risks

{2} Condrol by Principal Shareholders

Upen the completion of PO, Synamatix will own 60,516,070 Shares,
representing 64.31% of our issued and paid up share capilal. Synarmaltix
is B8.13% owned and controlled by Neuramatix. Robert George Hercus
{@ Abdul Karim Hercus, Munirah Binti Haji Abdul Hamid, Adlan Hercus,
Encipta Limited, Rahmah Binti Abdul Hamid, Tsuyoshi Shiraishi, Inertia
AIF Sdn Bhd and Singularity Yentures Sdn Bhd own and jointly control
Meuramatix pursuant 0 8 shareholders sgreement with Meuramatix. By
virtue of such joint control, the above said shareholders of Neuramatix
will be able to influence, in 2 significant manner, the election of directors
of our Company and the approval of any actions requiring the approval of
the Company's shareholders.

{b) Mo Prior Market for Qur Shares

{c) Palitical and Economic Conditions

fd) Failure or Delays i the Listing

(e} Uncertainty of the Future Plans and Sirategies

{f) Dizclosure Regarding Forward-Looking Statements

THE REST OF THE PAGE IS INTENTIONALLY LEFT BLANK




Company Number : 652790-V

1 SUMMARY INFORMATICN (Cont’d)
1.3 FINANCIAL HIGHLIGHTS
1.3.1  Income Statements
Cur summarised income statements for the past three (3) FYE 31 May 2007 (*"FYE
20077) to FYE 31 May 20089 {"FYE 2009") and the ten {10}month FPE 31 March
2010 ("FPE 20107) as well as the comparative unaudited ten (10}-meonth FPE 3
March 2009 are sel out below.,
e Restated * ——— > Unaudited Audited
Ten (10) Ten (10)
< FYE 31 May —— *  month FPE month FPE
31 March 31 March
2007 2008 2000 2009 # 2010
RM RM EM HEM RM
Revenue 2,012,726 6,184,878 17,055,994 11,922,704 14,200,176
Imerest ingome - - 73,005 37,808 170,209
Employee bhenefits expanse {360,997) (708,045 {1,144,552) {885 310) {1.618,192)
Depreciation and amorlisation {362 5686) {499,176} (F12.561) {325 832) (620,039)
Technical fees {175,000) {670,000) (Ba0 {H00) (B50,000) -
License feess {187,320 - - - -
Exclusive ficense feas {104,167} {250,000) (250,000 (208,333) {208,333}
Syslem mainlenance cost {144,000} {432,000) (564, 300) (470,250 (1,003,125}
Management fees {361,532} (500, 103) (628,468) (478,468) {811,855}
Olher expenses (282,262}  {1,312,671) (052,800} (808,381} (824 480)
FProfit from operations 34,561 1815879 12.026,509 ¥,929938 9,314,361
Finance costs (29,054} (31048} {4,213} {3.930) (1244}
FBET 5,507 1,784,831 412,022,190 7,926,008 9.M3 M7
Income lax expense 3 - - {18,251} {9.452) (32,778
PAT attributable to equity
holders of the Company &, 507 1,784,821 12,003,939 _ﬂﬁ_ 9,260,339
Earnings before interest,
depreciation, taxaticn and
amortisation AGT 447 2,315,055 12,666,065 8,297 962 9,834,191
Weighted average number of
ordinary shares in issue
during the year ! penod FI.O00,480  FFO004B0 77000480 F7.000,480 77000 480
MNet EPS [sen) 0.m 2.32 15,569 10.28 12.05
PRT margin (%} 27 28.84 049 55.48 65513
PAT margin (%) 27 28.84 T0.38 B6.40 Bd 80
Noles:-

r

Restated based on avdited accounts for the relevart years, Pisase refer lo Section 4 of

ihe Accowntaris’ Report in Seclfon 12 of this Progpecius for detaifs of the adjiusiments.

# For comparafive pUurposas

any.

Our audited financial statements for the past financial periodsfyears under review
have not been subjected to any audit qualification. For more details, please refer to
Section 12 of this Prospectus.



Company Number : 6527580-V

1 SUMMARY INFORMATION {Cont'd)

1.3.2 Proforma Balance Sheets { Statement of Assets and Liabilities

The proforma balance sheets as set cut helow are provided for illustrative purposes
only {o show the effects on our audited balance sheets as at 31 March 2010 had the
PO been completed on that date.

Froforma I: After Public 13sue and Offer for Sale
Proforma (1 After Proforma | and utilisation of proceasds

Audited as at

31 March 2010 Proforma l Proforma ll
EM EM RM

ASSETS
NON-CURRENT ASSETS
Planl and equipment 764 881 T64 881 7,664 BEA1
Intangibile asset 56800547 5,600,547 5600547

_ 6,385.428 6,365,428 13,265,428
CURRENT ASSETS
Trade and olher receivablas 1,968,836 1,969 B36 1,965 836
Cue from ultimalte holding company ™ 51,236 51,236 416,236
Cash and bank balances 12,319,615 30,787 615 20,387 615

14,240 657 32,808 587 22,783 687

TOTAL ASSETS 20,706,115 319,174,115 16,045,115

EQUITY AMD LIABILITIES
EQUITY ATTRIBUTABLE TD EQUITY

HOLDERS OF THE COMPANY
Ehare capilal 7.700,048 9,410,048 9,410,048
Share premium 1,174,988 17,932,968 14 A07 988
Retained eamings 5,840,237 5840237 5,840,237
TOTAL EQUITY 14,715,273 33,183,273 30,058,273
CURRENT LIABILITIES
Other payables 506,221 5,366,221 5,368,221
Hire purchase payable 8,554 8,854 8,854
Due to immediate holding company 253,912 253912 253012
Dure to ullimale holding company 351,855 361,855 261,855
TATAL LIABILITIES 5,990,842 5,990,842 5,990,847
TOTAL EQUITY AND LIABILITIES 20,706,115 39,174,115 36,049,115
Ma. of ardinary shares of RMD.1¢ each Frooo4st 94,100,430 84,100,480
Met assets per ordinary share {sen) 181 353 N9
Met tangible assets per ordinary share 11.8 293 Z6.0
{5en)

Nata:-

L J

Az at the date of this Frospectus, the amount gue from wiimate holging company of
RAf81, 236 has been fully paid, The halance of RMIGH.000 ool of RMATE, 236 a8 sef out
ir Proforma I represents the proporiicnate share of Ihe eslimated fisking expenses o be
harne hy the vitimate holding company i.e the Offeror, pursuant lo the Offer for Sate.

Further notes to the proforma balance sheets of cur Company are set out in Section
13 of this Prospeclus.
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1

SUMMARY INFORMATION ({Cont'd)

1332

Cash Flow Statements

The cash flow statements for the FPE 31 March 2010 are as set out below.

Audited
FPE 31 March 2010
RM

CASH FLOWS FROM OPERATING ACTIVITIES
PBT 9313117
Adjustments for:-
Amortisation of intangible asset 009,140
Depraciation of plant and equiprmenl 180,895
Inferesl expense ge2
Operating profil before working capital changes 10,004,118
Increase in receivables {920,464)
Decrease in payables (1,751,507)
Changes in related company balances 2812591
Cash generaled from operations 10,244,728
Taxes paid (51,029
Interest paid (262}
Net cash generated from operating aciivities 10,192,747
CASH FLOWS FROM INVESTING ACTMVITIES
Furchase of planl and gquipment * {462,828)
Net cash used in investing activities {462.828)
CASH FLOWS FROM FINANCING ACTIVITIES
Repaymenl of hire purchase (28,858)
Cividends paid (10,000 )

Nel cash used in inanclng aclivilies

Met Decrease in Cash and Cash Equivalenls

Cash and Cash Equivalents at the beginning of the financial period
Cash and Cash Equivalents at the end of the financial pericd

MNote:

(10,028.858)

{298.939)
12,618,554

12,219,615

Purchase of plant and equipment was by way of cash

THE REST OF THE PAGE 15 INTENTIONALLY LEFT BLANK
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1

SUMMARY INFORMATION {Cont'd)

1.4

1.5

PURPOSE OF THE IPO

The purpose of the IPO is:-

(i}

(it}

i}y

(iv)

Tua provide us with access to the capital markets for further developmant and growth,
bath at the time of the IPO and later, through other future capilal ralsings;

To provide an opportunity for investors and institutions, eligible Directors and the
public to participate in our conlinuing growth;

To enhance our staturg and heighten cur public profile with customers and suppliers
in marketing our services as well as them {including the investing public) being re-
assured by the regulatory processes and disclosure requirements inwelved in our
listing on the ACE Market of Bursa Securities; and

To enable us to attracl and retain able and qualified personnel through our profile as
a listed company, thus allowing us to further expand our business prospecls,

PRINCIPAL STATISTICS RELATING TO THE PO

(a)

ik}
{c)
{d}

Share capital

I Number of | Share Capital

Shares RM

Authorised:- 100,000,000 10,000,000
Issued and fully paid-up F¥.000,480 7,700,048
To be issued pursuant to lhe Public lssue 17,100,000 1,710,000
Enlarged issued and paid-up shara
capital 94,100,480 9,410,048
To be offered under the Qffer for Sale 2,000,000 200,000
Issue Price per Share 108 sen
QOur market capitalisation based on tha Issue Price FM101,628,518
Profarma NA
Proforma NA as at 31 March 2010 afier the Public lssue RM30,058,273
and deducting estimalsd listing expenses
Proforma NA per Share (based on the enlarged 32 szen
issued and paid-up share ¢apital after the Public [ssue)}
Dilution per Share based on the difference between Issue Price 76 sen

and Froforma MA per Share {upon completion of IFQ)
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1

SUMMARY INFORMATION [Cont’d)

1.6

(e)

Classas of Shares and Ranking

We have oaly one (1) class of shares in our Company, namely ordinary shares of
RM0.10 each. The lssue Shares will upon allotment rank pari passu in all respects
with ane another and all other exizling issued and fully paid-up Shares including
voling rights and the rights to all dividends and other distriibutions that may be
declared subsequent to the dale of allotment of the Issue Shares.

Subject to any special riphts attaching o any shares which we may issue in the
future, our ordinary sharehelders shall, in proportion to the amount paid-up on the
Shares held by them, be entitled to share in the whole of the profils paid out by us as
dividends and other distributions, and in the evenl of our liquidalion, any surplus shall
be diskibuted amongst the members in proportion to the capilal paid-up at the
commencement of the liquidation, in accordance wilh our Aricles of Association.

Each shareholder shall be entitled to be present and to vote al our general meeting in
parson or by proxy or by attorney or by authorised representalive, and, on a show of
hands, every person present who is a sharehclder or authorized representative or
proxy or atlorney of a shareholder shall have one (1) vote, and on poll, every
shareholder present in pérson or by proxy or by attornéy or other duly authoriged
representative shall have ang (1) vote for every ong {1) Share heid. A proxy shall be
entitled to vole on a show of hands on any guestion at any genera! meeting. A proxy
may but need not be a member of aur Company. A proxy, whether or not a Member
of our Company, need not be an advocate, an approved company auditor or a person
approved by the ROC.

GENERAL DESCRIPTION OF OUR FUTURE PLANS AND STRATEGIES

Our future plans and business slrategies centre on the following:-

{i)

(i}

(iii}

(iv)

Bring Sequencing Services In-House

In order o maximize our revenues from the sequencing boom as set oul in lhe IMR,
we intend to extend our revenue model to include on-sile sequencing services by
purchasing sequencing machines. This will allow us to both reduce our project costs,
yet increaze the speed wilh which we generate our sequenced data,

Developing our Proprietary Geneme Databanks

We intend to develop proprictary databanks of genomic data that we can offer to
clients. These dalabanks will give researchers from various industries the opportunity
to conduct genemic research without going through the lengthy process and cost of
sequencing and assemkbling such data for analysis.

Expand Analysis Services

We intend to customize cur existing pipelines to handle daia from new DNA
sequencing machines to ensure our competiliveness, and to integrate and streamiine
our pipelines to improve the perdormance of cur data processing.

Expand Computer Resources

Compuler resources required for our computational pipeline services will be

expanded, f necessary. based on the growth of our Contract Genomics Services
business.
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1 SUMMARY INFORMATION {Cont'd}
Further details of our future plans and business sirategies as well as service development
plan ara set out in Sections 7 and 4.15 of this Prospectus.

1.7 OQUTLOOK AND PROSPECTS

The glohal bioinformatics indusiry is an eamerging industry, with the total industry grossing an
estimated USD15.0 billion in 2009, The industry has experienced double digit growth rate in
lhe pasi few years and is expected to follow the same pattern at 3 Compound Annual Growth
Rate (CAGR) of 21.4% from 2008 to 2014. Frost & Sullivan foresees a total global industry
value of approximately USD50.1 billion by 2014,

The North American market remains the argest bioinformatics market in the world capturing
an estimated 50% of the total global bicinformatics industry in 2009. Both the Eurcpean and
the Asian region have become more active, capturing an estimated 33% and 17% of the total
global biginformatics industry respectively. The European bicinformatics industry  is
undergeing fast transition with European players expected lo compete in the Nordh American
hipinformatics industry, Asia-Facific, parlicularly India and China, have demonstrated great
interest in this figld and is expected to emerge a5 & dominating force in the future

For delails on the prospects and outlook of the Bioinformatics indusiry, please refer lo Section
5 of this Prospectus.

Bioinformatics Analysls Industry Breakdown by Region,
2009

Morth America,

Agia, 1 ? ///fr‘//////ﬁfffh- | S0%

Eurcpe, 33%

THE REST OF THE PAGE 1S INTENTIONALLY LEFT BLANK
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1

1.8

SUMMARY INFORMATION {Cont'd)

PROCEEDS FROM THE IPO AND PROPOSED UTILISATION

The gross proceeds from the Public Issue amounting to RM18 468,000, before deducting the
estimated expensas in relation to the Public |ssue, will accrue entirely to us. We intend to use

the gross proceeds as follows: -

Expected Time Frame for Utilisation

Froposed Wtilisation RM

Capital expenditure | G,900,000
R&E expenditure 1,510,000
tWarketing expenditure 2,000,000
Working capital 4 568,000

Estimated lisling expenseas 3,480,000

Total 18,468,000

Within two (2) years from the date of Listing
Within two (2) years from the date of Listing
Within three {3) years from the date of Listing
Within two [2) years from the date of Listing

Within ane (1) manth from ihe date of Listing

Full details of the proposed utilisation are set out in Section 2.7 of this Prospectus.

Gross Proceeds from the Offer for Sale

The Offer for Sale will raise total gross proceeds of RM2,160,000, before deducting the
Offeror's propordionate share of the estimated lisling expenses of RM265,000 which includes
inter alia, printing costs and advertising as well as registration, placement and transfer fees
relating to their respective portion of the Offer for Sale. The proceeds from the Offer for Sale
will accrue entirely 10 the Ciferor. We will not receive any part of the praceeds.

" THE REST OF THE PAGE IS INTENTIONALLY LEFT BLANK
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2

2.1

2.2

2.3

PARTICULARS OF THE IPO

OPENING AND CLOSING OF APPLICATION

The application for the Public 'ssue will open at 10:00 a.m. on & September 2010 and will
remain cpen until 5:00 p.m. on 23 September 2010 or for such date or dates as our Board
and KIBB at their absolute discretion may icintly decide. Late applications will nof be
accepted,

IMPORTANT DATES

The indicative timing of events |eading up to the listing of and guotation for our entire enlarged
issued and paid-up share capital on the ACE Market is set out below: -

Ewvent Tentative Date
Issuance of Praspeclus! Opening Date of Application for the IPO 8 Seplember 2010
Closing Date of Applicalion for the PO 23 Seplember 2010
Balloting of the applications for the lssue Shares 27 Septermmber 2010
Despatch of Notices of Allotment to successfui applicants of the lssue 4 Qctober 2010
Shares

Listing of our entire enlarged issued and paid-up share capilal on the 5 October 2010
ACE Market

Save for the opening date of Lhe application for the PO, these dates are tentalive and subject
to changes which may be necessary to facililate implementation procedures, The applicalion
will be accepted from 10.00 2.m. on & September 2010 and will remain open until 5.00 p.m.
on 23 September 2010 or such later date or dales as our Board of Directors and KIBB at their
absolule discretion may jointly decide,

Shouid the date of closing of the application for the IPO be extended, the dates for the
balloling of the applications for the Issue Shares, despatch of Notices of Allptment of the Issue
Shares to suctessful applicants and listing of our entire enfarged issued and paid-up share
capital on the ACE Markel will be extended accordingly. In the event the date of the closing of
application for the PO is exlended, the public will b& notified of such extension by way of

advertisemnents placed in widely circulated English and Bahasa Malaysia newspapers wilhin
Malaysia.

SHARE CAPITAL
o Number of Share Capital
Shares RM
Authorised 100,000,000 10,000, 000
Issued and fully paid-up 77,000,480 7,700,048
To be izsued pursuant to the Public lssue 17,100,000 1,710,000
Enlarqed issued and paid-up share capital 94,100,480 9,410,043 |
To be gffered under the Offer for Sale 2,000,000 200,000

i2
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2

PARTICULARS OF THE IPO {Cont’d)

2.4

Izzue Pricef Offer Price per Share : 108 sen

Total market capitalisation upon listing RM101,528,518

We have only ong (1) class of shares in cur Company, namely ordinary shares of RM0.10
each. The Issue Shares will upon allotment rank pari passu in all respects wilh one another
and all olher existing issued and fully paid-up Shares including woting rights and the rights to
all dividends and other distributions that may be declared subsequent to the dale of allotment
of the Izzue Shares.

Subjecl o any special rights attaching to any shares which we may igsue in the future, our
ordinary shareholders shall, in proportion 1o the amount paid-up on he Shares held by them,
be enlilled to share in the whole of the profils paid oul by us as dividends and other
distributions, and in the evenl of our liguidation, any surplus shall be distributed amongst the
members in proporion to the capital paid-up al lhe commencemenl of the hiquidalion, in
accordance with our Arlicles of Associalion.

Each shareholder shall be entitled to be present and 10 vote at our general meeting in person
or by proxy ar by atlorney or by authorised represenlative, and, on & show of hands, every
person present who is & shareholder or authotised representative or praxy of attorney of a
shareholder shall have one (1) vote, and on pall, every shareholder present in persan or by
proxy of by attomey or other duly authorised representative shall have ong (1) vote for every
ene {1) Share held. A proxy shall be enlillsd to vote on a show of hands on any gueslion at
any general meeting. A proxy may but need not be a member of our Cormpany. A proxy,
whether or not a member of cur Company, need not be an advocate, an approved company
auditor or @ person approved by the ROC,

OUR IPO
241 Public Issue

The Fublic Issue is an invitation by us to the general public lo subserbe for the lssue

Shares at the |ssue Price, subject 1o the terms and condilions contained n this
Prospectus.

The Issue Shares made available for subscription by individuals, companies,
societies, co-cperatives and institulions by way of private placement and public offer
are as follows:-

No. of Issue

Shares to be

allotted

{a) Eligible Directors 600,300
{b) General Public

{iy by way of private placement 14 500,000

(il by way of public offer 2,000,000

Total 17,100,000

The lssue Shares in respect of 2.4, 1{a) above are allocated 1o our eligible Directors

13
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2

PARTICULARS OF THE IPO (Cont'd}

Based on these criteria, there are cumulatively six (6} directors who are gligible to
take up the reserved Issue Shares.

The lssue Shares have been allocaled to eligible Directors as follpws:-

Category Ma. of persons/! N, of Issue
corporations Shares

aliccated

Direciors 6 &00,000

The Issue Shares which have been allocated for application by our eligible Directors
are as follows -

Mame of Directors MNo. of Issue Shares allocated

to each etigible Olrector
Robert George Hercus @ Abdul Karim Hercus 80,000
Munirah binli Haji Abdul Hamid 100,000
Ahmad Fauzi bin Ali 100,400
Lah Lee Soon 80,000
{tate” Or. Morraesah binti Haji Mokamad 140,000
Datuk Rafiah binli Salim 100,000

In the event that any of the lssue Shares under Section 2.4.1{a) above are not taken
up by our gligible Directors, such lssue Shares will be made available for application
by the investing public by way of publlic offer or by way of Privale Placement.

The basis of allpcation for the Issue Shares takes into account the desirability of
distributing the Issue Shares to a reasonable number of applicants with a view of
broadening our ghareholding base to meet the public spread requirements and to
establish a liquid and adequate market for our Shares.

Iri the event of an under-subscription of the 2 000,000 1ssue Shares under Section
2.4.1{bYii) above, such remaining lssue Shares not subscribed for may be transferred
from the public offer lranche and allocated by way of private placement, and vice
versa.

There i5 no minimum subserption amount to be raised from the Public 1ssue as the
Issue Shares under Section 2.4.1(a) and 2.4.1(bHii) above have been fully
underwritlen by our Underwriter, The |ssue Shares which are made available for
private placement under Section 2.4 1{b}i) will not be undarwrillen as investors have
been identified to subscribe for the said |ssue Shares. The Placement Agent has
raceived irrevoczble undertakings from selected investors to subscribe for the |5s5ue
Shares under Section 2.4.1{bXi) above.

We expect to raise RM18 468,000 from the Public [ssue.

There is no over-allotment or ‘green-shoe’ option that will resuit in an increase in the
amount of IPO Shares.

14
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2

PARTICULARS OF THE IPD [Cont’d)

24.2

Offer for Sale

As part of the Offer for Sale and in conjunction with Lhe IPO, one of cur Promolers
have offered 1o selected investors by way of private placement 2,000,000 Shares
representing approximalely 2.13% of cur enlarged issued and paid-up share capital
at the Offer Price subject to Ihe terms and conditions contained in this Prospectus.

The details of the Offeror are as follows:-

No.of ' % of Share %, of

Relationship Shares Capltal a5 Enlarged
with us offered at the Share
within the under the Latest Capital

Mame of Past Three Offerfor  FPracticable
Promoter Registered Address {3} years Sale Date

Neuramalix . 3rd Floor, Our ulfimale 2,000,000 2 60 213 |

Total

Details

Bazngunan Fung Keong halding
108, Jalan Tun H. 5. Lee company
50000 Kuala Lumpur

2,000,000 | 2.60 2.13

of the Offeror's shareholdings in our Company before and after the IPQ are as

follows:-

Offeror

Before the IPO After the PO

Direct B Indirect Direct indirect

Mo, of Ha. of
Shares Y Mo, of Shares Yo Sharas % MNo. of Shares %

Meauramaliz

6513450 885 | 605160100 150 | 4813450 542 60516070VY BaE

2.5

Nate:-

{1)
{2

Deemed inferested under Seclion 6A of the Act by virlue of ifs substantial inferest in Synamatix
synamatix had on 28 January 2010 entered into the relevan! agreaments with he employees
of MGRC and Synamatix in refalion o the sale of s 539,400 MGRC Shares. Synamalix had
afso on 10 February 2010 entared inlo the refevan! agrecments with selecled mvestors in
refation fo the safe of its 5,845,000 MGRC Shares. The completion of both the agreements is
condifional upon i) aporoval by Bursa Secunlies for the listing of owur Shares and (§)
reqisiration of this Prospectus with the SC fwhichever iz fater).

Further informalion on the Offeror, who is also our Promoter, is set oul in Section 8 of thig
Frospecius,

The 2,000,000 Shares under lhe Offer for Sale will not be underwritten as investors have
been identified to subscribe for the said Shares. The Placement Agent has received
irevocable undertakings from selected nvestors to subscribe for the entire 2,000,000
Shares under the Giffer for Sale.

PURFOSE OF THE IPO

The purpose of lhe 1RO is:-

i}

To provide us with access to the capital markets for further development and growth,
both at the time of the IPO and later, through other future capital raisings;

Te provide an opportunity for investors and institutions, eligibte Directors and the
public to participate in our continuing growth;

15
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2 PARTICULARS OF THE IPO (Cont'd)

(i} To enhance our stature and heighten our public profite wilh customers and suppliers
in marketing our services as wall as them (including the investing public) being re-
assured by the regulatory processes and disclosure requirements involved in our
listing an the ACE Market of Bursa Securities; and

{iv) To enable us to attract and retain able and qualified personnel through cur profile as
a listed company, thus allowing us fo funher expand our business prospects.

2.6 PRICING OF QUR. SHARES

We and KIBB, as our Adviser, Sponsor, Underwriter and Placement Agent, have determined

and agreed on bidh ihe 1ssue price and offer price of RM1.08 per Share for the Issue Shares

and the Offer Shares, after taking into account, infer-alia, 1he following:-

(i The prevailing market condition with previous hislings of companies on ACE and Main
Market since June 2000 at an average historical PE of 8.7 imes as well as the
anlicipated prospecis from the industry growth as set ocut in Section 5 of this
Prospectus;

{ii) Our Company's operating and financial hislory and conditions as described in
Sections 4.6 and 6 of his Prospectus;

fiii} The compelitive strengths and advantages as well as our future plans and strategies
as described in Sections 4.8 and 7 of this Prospeclus; and

{iv) The audited PAT of RM3.28 million for the FFE 31 March 2010.

You should note that the market price of our Shares upon listing on the ACE Market is

subject to the vagaries of market forces and other uncertainties which may affact tha

market price of our Shares being traded. You should bear in mind the risk factors as
set out in Section 3 of this Prospectus and form your own view on the valuation of the

IPO Shares before deciding to invest in our Shares.

2.7 PROCEEDS QF THE PUBLIC ISSUE AND PROPOSED UTILISATION

The igtal gross proceeds from the Public Issue amgunting to RIM1 8,468,000, before deducling
the estimated expenses in relation to the Public Issue, will accrue entirely to us. We intend to
use the gross proceeds as follows -

Proposed Utilisation RM Expe;:ted time frame for utilisation

' Capital expenditure §,000,000  Within two (2) years from the date of Listing
RED expenditure 1,510,000 Within bwvg (2) years from the date of Listing
Marketing expenditure 2000000  Within three (3) years from the dale of Listing
Working capital 4568000  Within two [2) years from the date of Listing

Estlimated listing expenses 3,490,000 Within one (1) manth from the date of Listing !
Total 18,468,000

Pending the deployment of the proceeds raised from 1he Public Issue as mentioned above,
the fundg will be placed in short-kerm deposils with licensed financial institutions, used to
invest in short-term money market instruments. The listing proceeds thal we have estimaled
tor the funding of all the proposed purposes are expectied to be sufficienl. However, should
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the proceeds be insufficient, such additional funds required are expected to be sourced from
our internally generated funds.

()

(b)

{c

Capital Expenditure

The amount allocated for capital expenditure of RME 900,000 is expected to be
ulilised for the acquisitiorn of additional computer hardware and other related
equipment for sequencing. The acquisition of additional computer hardware will
increase our ability to cover more projects and at the same lime provide us with
enhanced capabilities to take on additional projects. Our plans to acquire sequencing
equipment will allow us to perform sequencing in-house nstead of outsourcing
currently. This is expected to support future growth and effectively lower our cost of
pperations.

The breakdown of eslimated capital expenditure is as follows:-

Description Unit(s) Costs (RM)
Sequencing machines 2 5,400,000
Sequencing related equipment nfa 600,000
Computer hardware, comprising a variety of servers, PCs nfa 200,000

etc, more paricularly described under Section 4.15.2 of
this prospeclus

R&D Expenditure

EM1,510,000 iz proposed to be allocaled for R&D expenditure. The R&D expenditure
is earmarked for the development of cur proprietary genome databanks ag well as to
capitalize on new oppoertunilies, where availahle.

In the development of cur proprietary genome databanks we are likely to incur costs
on the sourcing and exiraclion of ONA from specimens or samples for 1he purposes
ol sequencing, assembly and addition to the databank.

The RED expenditure amount will also be used to fund improvements to our current
products and services, and expand the range of services we are able lo offer. This
amount may also be used for RAD manpower and other relaled R&D expenditures.
Cwring the past threa (3) FYEs up te FYE 31 May 2009 and the len {10)-month FPE
31 March 2010, we have not separately incurred any RAD expendilure a5 hislorically,
our R&D activities are carried out concurrently with the projects Lhat we undertachk
with our clients,

Marketing Expenditure

The amount allecated of RM2,000,000 is relaled to marketing, adverlising and
promational activities undertaken via exhibitions, trade events and online and prinl
advertizemanls o promote our brand and aur services 1o potential customers locally
and overseas. During the past lhree (3) FYEs up to FYE 31 May 2005 and lhe t&n
{(10)-month FFE 31 March 2010, we have incumed approximately RM130,000,
EM254 G600, EM187 000 and RM278,000 respectively on markeling expendilure.

We have identified several international conferences to participate in which weuld
cost about RMB00,000 per annum. Given that we are now marketing under our gwn
brand name, it is essential for us to start parlicipating in these evenls under our own
brand name. Nanetheless, as mentioned, we may still leverage on Synamatix’s more
established brand name, where such cirsumstances benefit MGRE. We also ntend to
place full page adverlisemenls in magazines such as Genome Technology,
BioSpecirum Asia and olher similar publications, the cost of which will not be shared
with Synamatix,
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In the evenl thal both Synamatix and MGREC are unable to oblain independent
exhibition space while participating in an event, we expect that bolh companies will
share the costs of occupying that exhibition space but each company will be
responsible {o bear each of its own costs for company representatives and
collaierals,

(d)  Woarking Capital

The working capital amount of RM4,568,000 will be used lo fund our day-to-day
operations, which may include purchases, staff salaries, and other operaling
expenses. This amount may alse be used to defray addilional operating expenses
which may result from an expected increase in buginess volume following from our
expansion ptans.

(e) Estimated Listing Expenses

The estimated listing expenses and fees incidental to the Listing of RM3,490 000
shall be proportionately borne by us and the Offeror, details of which are as follows:-

Esiimated Listing Expenses RM

- Professio:al fees 2,124 500
Fees 1o aulhonlies 66,000
Advertising, prining costs and issuing house 150 (M)
Linderwriting, placement and brokerage 0,000
Miscellaneous & conlingencies 439 500
Total 3,490,000

Approximately 90% of the estimaled listing expenses will be borne by MGRC and the
remaining 10% by the Offeror.

In the event the actual listing expenses are higher than budgeted, the deficit will be
funded out of the portion allocated for working capital. Conversely, if the actual listing
expenses are lower than budgeted, the excess will be ufilised for cur working capilal
PUIpOSes.

There is no minimum subscription to be raised from the PO,

The Oiffer for Sale will raise total gross proceeds of RM2,160,000, before deducting the
Offeror’s propottionale share of the estimated listing expenses of RM365,000 which includes
inter alia, registration, placement and transfer fees relating to their respective portign of 1he
Offer for Sale, will accrue entirely {o the Offeror. We will not receive any part of the proceeds.
Financtal Impact from the Utilisation of Proceeds

The financial impact and benefits from the proceeds of the Public Issue include, infer-alia, the
following. -

{a) Enhancement of our cora cormnpelancies in order to mainlain our compelitive edge o
match the progress of technclogy innovations and enhancements;

{b) Acceleration of the development and commercialisation of our proprigtary databank;
identification and enhancement of innovative solutions for our customers; and

{c) mcreasing our revenue and earnings through the expansion of our husiness locally
and overseas.
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28

In addition to the above we also expect o benefit from having sequencing machines in-house
in Ine following ways:-

{2)

(b)

{c)

Expected cosl savings averaging more than 50% for the cost of consumables used in
running ihe machine as compared lo the current cost of outsourcing the DiMNA
sequencing services 1o a third party. These cosi savings will vary depending on which
sequencing technology is adopted and will also be subject bo change as seguencing
costs drop in the future,

Faster turmaround times by not needing o courier samples to overseas sequencing
partners located generally in the United States. We may also be able 1o avoid having
to wait for the availabilily of DNA sequencing machines, Delays of one o six manths,
depending upon the sizeé of a seguencing project and the available capacity of
sequencing centres, have ogourred.

Awvailabilily of the sequencing machines for internal or projecl use.

DILUTION

Our audited NA per Share as at 31 March 2010 was RM0O.18.

Based on lhe issuance and sale by us of 17,100,000 Issue Shares at the 1ssue Price, afler
deducting estimated listing expenses payable by us, we would have had proforma NA per
Share of RM0.32 as of 31 March 2010.

The {oitowing table ilustrales such dilution on & per Share basis:-

Per MGRC Share
sen
lssue Price 108
Adjusted NA per Share as at 31 March 2010 I
Increase in NA per Share contnbuted by new investars 13
MA per Share afier the Public lssue 3z
Ditulion in NA per Share to new investors 76
Otution in NA per Share to new investors as a percentage of the IPO P Y

Price

Mew investors subscribing for or purchasing the IPO Shares will experience an immediale
diluticn in MA per Share i g. the amount by which the |ssue Price 1o be paid by new investors
for the |ssue Shares exceeds the NA per Share.

The following table sumrmarises the total number of Shares acquired by our Direclors, senior
management, substantial shareholders or persons connected o them during the three {3}
years prior to the Latest Practicablie Dale, the tolal consideralion paid by them and the
effaclive cash cost per Share to them. it also shows the number of Issue Shares acquired by
our inveslors pursuant to the IPO and the effective cash cost to investors in the 1PO.
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Kumber of Total Effective cash
Shares consideration  cost per Share

Narna acyuirgd RM RM

Meuramatix 6,813,450 * 0.05
Encipta Ltd 851679 * 045
Ching Soo Meng * 75,800 7,580 010
Tay Liang Chung 75,800 7,580 0.10
Invastors in the IPO 17,100,000 18,468,000 1.08

MNofes:

The Shares acquired were by vidve of a declaration of dividend-n-specie Gy Synamalix of MGRC

Shares io its shareholders which was compleled o 15 January 2070,

Synamalix had on 20 Japuarny 2010 entered inlo the refevant agreements wilh the emplovees of
MGRC and Synamatix i refation fo the safe of fis 539,400 MGRC Shares. The completion of the
agreements fs conditional uporr (i) approval by Burse Securilies for the fisting of our enlire
enfarged 34 100,480 Shares on the ACE Markef; and (i) registration of this Prospectus with the

SC fwhichever is later).

Apart from the above, there are no olher acguisitions of any existing equity securities in our
Company by our Directors, senior management, substantial shareholders or persons
connected with them dunng the past three (3} years in which they have the right to acquire.

BROKERAGE, UNDERWRITING AND PLACEMENT COMMISSION

(@)

{b)

(c)

Brokerage Fee

Brokerage fee relating Lo the 2,000,000 Issue Shares s payable by us at he rate of
one parcent {1.0%) of the I1ssue Price in respect of successful applications, which
bear ihe stamps of KIBB, or the Issuing House, a participaling croanisations of Bursa
Securilies, members of the Association of Banks in Malaysia or members of the
Malaysian Investment Banking Associgtion,

Brokerage fee for the Offer Shares, if any, shall be fully borne by the Offeror.
Underwriting Commission

KIBB, as our Underwriter, has agreed 1o underatite 2,600,000 of the issue Shares,
which will be made available for application by our eligible Directors and for
application under the public offer as set out in Section 2.4.1 of this Prospectus.
Underwriling cammission is payable by us to our Underwriter at the rate of three and
a haff percent (3.5%) of the lssue Price.

Placement Commissien and Placement Management Fee

KIBE has arranged for the placement of the 14,500,000 Issue Shares and the Offer
Shares at a rate of three percent (3.0%) of the value of the Shares that have been
successfully placed by KIBB based on the Issue Price and the Offer Price. A
management fee is payable to KIBB, at a rate of hall a percent (0.5%) of the
agygregate value of the |ssue Shares and Offer Shares based on the 1ssue Price and
the Offer Price respectively,

The placement commission and placemenl management fee {o be incurred on the
sale of the Offer Shares will be fully borne by the Offerar,
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SALIENT PROVISIONS OF THE UNDERWRITING AGREEMENT

The following are the reproductions of some of the salient clauses extracted from the
Undervaiting Agreement ("UWA") entersd into between us and the Underwrter, including
escape clauses, which may allow the Underwnter to withdraw from obligations under the
agreement after the opening of the offer. Temns defined in the UWA shall have the same
meanings when used here unless they are otherwise defined here or the context otherwise
requires.

“Agreement to Underwrite”

21

22

23

fn consideration of the agreemant to pay by the Company of the underwriling
commission, the Underwrfter, Rereby relving upon each of e representations,
warrahlties and undertakings by the Company set out in Clause 3 of the UWA4, agrees
to underwrile the underwriten shares as sel out in the First Columin of the FIRST
SCHEDULE of the LW upon the terms and condilions hereinafter conlained.

The Underwriter shall not be responsible for any faifure by the Company to meet its
ocbliigations hereunder mor shall such failure relisve the Companty of s obligations
teraunder and nothing in the UWA shall be consirusd as constifuting or evidencing 2
partnersfup betweer the Underwriler and the Company.

The obiigations of the Undarwriter under the UWA are condilional ugon:-

231

232

233

234

the UWA having been duly execited by aff the parties hereto and duly
stamped,

there having been on of priot to the closing dats, neither any maferial
averse change ror any developmen!t reasonably likely fo result in any
material adverse change, In the condilion {financial or otherwise! of the
Company. which is matefial in the conlaxt of the Public fssue from Hal sel
forth in Ihe Prospectus, nor the occtirrence of any gvent or the discovery of
any fact which is inaccurale, unfrue or incorrect to any extent which is or will
be material, which makes any of the represemlations and warranties
contained i Clause 3 of the UWA unfrue and incarrect in any malerial
respect as though they had been given and made aon such date with
refarence to the facts and circumstances then subsisting, nor the occurrence
of any breach of the undenakings contained in Clause 3 of the UWA;

the completion of the placement of the Private Placement Shares and Offer
far Safe Shares, via receipt by Kenanga of, inter-afia, the relevamt offer
lelters, stalutory declarations, irrevocable underlaking letters and/or bank
draft=/ cashier's orders from the respechive placeas,

the delivery {o the Underwriter-

2.3.4.1 prior to the dale of the registration of the Prospectus, a copy certified
as a lrue copy by an authorised officer of the Company of aff the
resolufions of the Direclors and the shareholders in geners! meeting
approving the LWA the Prospecius, the Public I1ssue and atthorising
the execution of he UWA and fhe issuance of the Frospecius, and

2.3.4.2 a cartificate. in the form or substantially in the form contained in e
SECOND SCHEDULE of the WA, dated the date of the Frospecius
signed by duly amthorised officers of the Company stating thal, fo the
best of their knowledge and belef, having made afl reasonable
enqguiries, there has been no such change, development or
occurrence as s referred to in Clause 2. 3.2 of the LIWA,
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2.4

235

236

237

238

238

2310

2311

23.12

the Undarwriter having been salisfied thal the Company hereby Rully
unttertakes to ensure payment of the expenses referred lo in Claase 12 of
the LVWA;

the Pubfic fzsue not being prohibited by any slalufe, order, ride, requiation or
directive promulgaled or issued by any legisfative, execulive or regulatory
body ar authotity In Mafaysia afler the date of the LAA;

the Company faving complied and thal the Public 1ssue is in compliance with
the poficies, guidelines and requiramenis of Bursa Securfties andrior the 5C
and all revisions, amendments andlor supplements therefo:

the Company having fully complied with alf the condifions which are required
lo be complied with prior to the issuance of ihe Prospectus or e closing
date imposed by the SC and Bursa Securilies in respect of the Public Issue
and the Company's proposed isling on the ACE Market of Bursa Securitios,

the acceptance for registration by the SC of the Prospectus and such other
docurnents as may be required in accordance wilhr the CMSA in refation fa
the Fublfic !=sue and the lodgement of the Prospectus with the Companfes
Carnrmission of Malaysia on or before its release under the Public {3sue;

Bursa Securifies has agreed and approved in principle on or prior to the
closing dafe to the sdmission to the Official List of Bursa Securities and the
fisting of and quotation for the enfire enfarged issyed and paid-up share
capital of the Company on the ACE Market of Bursa Securities and the SC
{as the case may be) having approved the Prospectus and if such approvals
shall be condiional, alf conditions therefo being in terms acceptable to the
Uinderwriter on or price to e closing dale being reasonably salisfied and
such approvel not being wihdrawn, revoked, suspended. lerminated or
lapsed and fhat such fisting and quolalion shall be granted two (2) clear
market days after Hie submission to Bursa Securilies of Hhe relevant
documents including the receip! of confirmation from the Bursa Depository
confirming that the securifios accounts of all successful applicanis have been
tily cradited and the jssue houss has confirmed that Fhe rotices of allotment
have heen despalched fo entitfed holders;

the Prospectus having been issued within one (1) manth of the date hereof or
within such exfended perfod as may ha detenmined by he Underwriter; and

the issue of the Issue Shares having been approved by Bursa Secunties, 5C
and any other relevant authoriies and the shareholders of the Company in a
general meeling and such avthorisafion has not been withdrawn, revoked,
suspended, terminated or lapsed,

if any of the conditians set ouf fn Clayse 2.3 of the WA s not salisfied by the cfosing
date, the Sole Underwriter shalf thereupon be entilfed fo ferminate the UWA and in
that evert, except for the Fabifify of the Company for the paymenf of costs and
expenses as provided in Clause 12 of the UWA incurred prior o the fermination and
any cfaims pursuan! lo Clatse 3.3.1 of the UWA, there shall be no further claims by
the Urderwriter agamnst the Company, and the parlies shall be released and
discharged from fheir respective obligations horeunder PROVIDED THAT the
Underwriter ray al i1s discrefion with respect to its obfigations warve campliance with
any of the pravisions of Clause 2.3 of the UWA.
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Termination/ Lapse of UWA

8.1

22

BA

Notwithstanding anything herein contaired, the Underwriter may by notice in writing
to the Company given al any Wme hefore the closing dale, ferminale, cancel or
withdraw its commiment lo underwnite the underwritien shares -

B.1.1 there is any breach by the Company of any of the representations, warranlies
or undertakings contained in Clause 3 of the UWA, which is not capable of
remedy or, if capable of remedy, Is not remedied to the salisfaction of the
LUnderwriter within such number of days as sfipufated by the Underwniter 1o
the Company in writing or as stinwlaled in e notice informing the Company
of such hreach or by e clasing dafe, whichever is earfier; or

812 there shall have occurred, happened or come inlo effect any méaterial and
adversa change to the business or financial condiion of the Company; or

frr the event of terminalion pursuant to Clause 8(1) of the LMW, the respeciive parties
herelo shall, save and excepl far any anlecedent breach, be released and discharged
from their oblhigations hereunder whereupon the UWA shall be of no further force or
effect subject ta the follpwing:-

B2.1 the fiability of the Company for the payment of cosfs and eapenses as
provided in Clavse 12 of the UWA incurred prior fo or in conneckion with such
terminalion shall remain;

822 the fiability of the Company for the payment of the underwriling commission
as provided in Clause § of the WA shaflf remain,

823 subject theralo, the Company shall return any moneys paid without interest
thargon fo the Underwrilar within three (3] marke! days of the receipd of stch
notice of termination from the Underwriter;

Frovided that the Underwriter may at its discretion walve compliance with or modify
any of the provisions of this clause without prejudice to its powers, fghts and
remedies under the UIWA,

Force Majesure

BA.1  Nolwithstanding anything herein conlained, it wif be an event of force
majeure if one of ihe foffowing coours: -

B4 1.1 any malerfal change in any faw, reguiation, directive, policy or nding
in any jurisdiction which seriously and adversefy affects or wiff
serfously and adversely affect the busingss of the Company,

8A 1.2 any change in national or international monetary, financial, polifical or
economic conditions (including bul nat limited to conditions on the
stock market, in Malaysia or overseas, foreign exchange markel or
monay market or with regard to inler-bark offer or interesk rates bolh
in Malaysia or overseas) or cuyrency exchange rales or an
ocowmence as a resuff of an acl or acls of God or in the event of
nalional disorder, anmed conflict o serious threat of the same,
hostilites,  embargo,  severe  economic  disfocation,  natural
calastrophe, earthquake, typhoon, oulbreak of war, oulbreak of
dizgoase or the declaration of a sfale of national emergency which
seriousty and adversely affects (1) the business of the Company or
(2} the success of the Public fssue,
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8A.3

84.4

8A.&

8A.1.3 lhe FTSE Bursg Malaysiz KLO! fafling below 970 points and
remaining below 970 points for three {3) consecutive markef days;

SA 1.4 the mmposition of any moarstariom, SUSPensSion or maleral restriction
on trading in all securities generally on Bursa Securities for three (3)
consacutive markel days.

i the evenl of a force majeure pursuant fo Clause BA 1 of the UWA, the
Underwriter may, subject to prior consuffation with the Company, al anty time
prior ta or an the Closing Date -

BA. 2.1 temninate the UWA by giving notice o the Company in the manner as
set out in Clause 13 of the UWA; or

84 2.2 requesf for the elosing dafe to be extended to such reasonable dale
as the Undemwiiter may decides.

Upon defivery of ihe notice of termination pursuant to Clause BA 2.1 of the
UWA and in the manner as set oul in Clause 13 of the LA, the UWA will
terminate wheveafter each party's righls and obligations will cease and none
of the parties will have any cfaim against each other save and excepl such
claims in respect of the costs and expenses of the Underwriter set oul in
Clause 12 of the UWA,

in the evert of & defivery of a requast under Clause 8A.2.2 of the UWA, [hs
Company shaff consént to such request for the extension of the clasing date.

The delivery of a request under Clause 8BA 2.2 of the LIWA shall not preciude
the Underwriter from giving any further request(s) for extension pursuant fo
Clause 8A. 2.2 of the UWA or giving a notice to terminate pursuant to Clause
Ba.Z 1 of the UWA,

THE REST OF THE PAGE IS INTENTIONALLY LEFT BLANK
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2 RISK FACTORS

NOTWITHSTANDING CUR PROSPECTS AS OUTLINED IN THIS PROSPECTUS, YOU SHOLULD
CAREFULLY CONSIDER THE FOLLOWING RISK FACTORS {WHICH MAY NOT BE
EXHAUSTIVE) AND RANKED IN ORDER OF PRIORITY BASED ON CUR EVALUATION, THAT
MAY HAVE A SIGNIFICANT IMPACT ON OUR FUTURE PERFORMANCE IN ADDITION TO
OTHER INFORMATION CONTAINED ELSEWHERE IN THIS PROSPECTUS, BEFORE INVESTING
IN OUR SHARES.

31 BUSINESS RISK

()

(b}

Availability of Skilled Personnel

There is currently a limited number of qualified biocinformaticians and molecular
biologists wilh bioinformatics expertence in Malaysia. The ability to provide efficient
bioinformatics sclutions is critical to keep us at the forefront of the bicinformatics
industry and we demand a deep understanding of genomics from our staff. The
length of time and exposure that gur bipinformaticians require to develop competent
skills may lake Up to at least two {2) years,

We currently have eight (&) qualified bicinformaticians and molecular biologists. This
staff force is sufficient to undertake our current projects in the pipeline, However, this
listing exercize will provide us the opportunity to expand our services, for example, by
having in-house sequencing faciities. In addition to some of cur existing employees
who have undergone training to operate sequencing machines, we do plan to hire
new skilled personnel to specifically undertake this task.

We expect to require two (2] well-trained technicians to operate and maintain each
sequencing machine on a 24-hour basiz. Az these require a pre-requisite skill set
which may not be available incally, it is expected that the firgt batch of technicians will
he experienced hires from abread, if necessary, who will be able to train local
technicians as we purchase new machines in the future, We have also hired a
manager to oversee the operations of our sequencing facility.

Risk of New Revenue Stream

As part of our future plans and strategies, we intend to offer in-house sequencing
services as well as implement a subscription baséd model for accessing our
proprietary databanks. These will form part of a new revenue stream for us. Please
refer to Seclion 7.1 and 7.2 of this Prospectus for further information in respect of our
plans for sequencing services and proprietary genome databanks respectively.

At the moment, we do have in-house expertise in facilitating our plan o provide
SEUEncing services. As set out in Section 2.7 of this Frospectus, we intend to
purchase two [2) sequencing machines. We have equipped our staff with knowledge
on operating the sequencing machines as certain of our siaff have received specific
hands-on 1raining at one of the seguencing manufacturers' facilities in the United
States.

In respect of proprictary genome databanks, through our work and collaborative
efforts with local universilies and institutions, we have dentified areas of research
that are of scientific and commergial value, Once a particular databank is determined,
retevant fieid experts will be consulted andfor emploved, if required &.g. tropical herb
expers if we decide to build a herbal genome dalabank.

Currently, we have yet to seture any subscriptions for the proprigtary databanks as
they have yet to exist. As for sequencing services, depending on when we are abla
to implement this service and based on our existing project pipeline, there are certain
prajects where, if secured, sequencing costs of between RM2 million and RM4 million
would ke incurred if sent to external sequencing service providers, wheraas in-house
costs would be less than this amount.
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{c)

Further, notwithstanding that our plans to provide sequencing services in-house and
develop proprietary databanks have been duly evaluated, lhere could be adverse
implications should we be unable to realise our objectives. This may include, being
unable to tap new custormers and to fully utlise the sequencing maching’s capacity.

Pependency on Software Programs and Systems

Bioinformatics 15 a merger of two {2) rapidly developing areas: biclogy and
information technology. This field is located at the interface between these two
disciplines and is a dominating feature modern lfe science and innovation.

The bipinformatics industry Includes upstream players that provide software,
hardware and services, as well as downstream players such as dalabase content
managers armd applications players who use bioinformatics information to develop
commercial products. As we are not a software developer, to date, our bioinform atics
software requirements have been sourced from Synamatix and foreign software
providers such as from Softberry Inc, for the FGeneSH software and Genetic
Information Research Institute for Repbase sofiware. Open source ulility tools form
part of the syslem requirements for servers running our biginformatics lools. For the
purposes of conducting the majority of our bioinformatics analysis, we currently do
not use open sodrce applications. Open source sofiware is gererally used as a
method of comparison of our pipeling sofiware with open source models, both to
determing (he perfarmance and accuracy of our resulls which can be used in our
markeling messages.

We are dependent on Software licence programs {"Licensed Programs") provided
by Synamatix to maintain our compelitive posgition in our business of providing
bipinforrmatics services. We are also reliant on Synamatix for the upgrades to thase
Licensed Programs. The Licensed Programs are provided under a Sofiware Licence
Agreement entered inte hetween Synamatix e the Licensor and us. We have an
exclusive commercial license to use the Licensed Programs and all of he registered
and unregistered trade marks without limit as to lime as long as we pay the
maintenance fees thereunder. The payment of annual maintenance fees entilles us to
receive updates and upgrades lo the Licensed Programs. Please refer to Sections
4.19(1) and 13.1(ii) of this Prospectus for further terms and conditions of the Software
License Agreement,

The Software License Agreement also permits use for the purposes of developing
additional soltware or processes via the use of a licensed program, SynaAPI, which
makes use of core calls and sub-routines designed to interface with SynaBASE. This
tool is used by Synamatix for its software developmenl. Olher than the specific calls
and sub-routines 1hat exist willin SynaAPI, any other methods designed by us will be
owned by us and any copyrighl arising from software programmes andfor processes
developed in-house shall vast with us on greation. By exension of this, we would be
free to register any resulting iP.

Furthermore, we are not obliged to source our saftware systems requirements from
Synamalix. In lhe event that there are more suitable angd superior software from third
parties, we can source the software from these third parties. Notwithstanding, as far
as Wwe are aware, a substantial portion of Synamatix’s Licensed Programs is more
superior as compared to similar software moduleg available from third parties in terms
of analysis speed and accuracy of resulis. Should our ability to ulilise the Licensed
‘Programs from Synamatix discontinue due 10 any reason whalsoever, the efficiency
and speed in the provision of our services may be impaired from the use of ‘less
superior’ sQftware.

Any decision by us to cease paymeni of annual mainienance fees lo Synamatix may
arize from, inter-afia, one or more of the following -
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fi) The market lead or benefits curenlly baing enjoved pursuant lo the
technology is diminishing, no longer providing us with a compelilve edge,
andfor being replaced by ancther lechnology, andfor

{ii} The annual cost of maintaining the technolagy is more than the benefi
gained by our continued use of it; andfor

i} Gradually over time, lhe inclusion of other third party software replaces the
need for the lechnology, or if the lechnology falls into disuse, andfor

{iv) For any dther reason that requires a business decigion (o terminate.

In any of the above circumstances, it would imply that revenues were preserved, or al
least no longer attributable to the technology. As such, the financial impact would
lower our direct costs by the amount paid annually in support of the technoiogy.
Essenlially, 1his fee represents the opportunity cost 1o us in any decision to consider
whether lo terminate.

The licence granted under the Software Licence Agreement may be terminated on
ihree (3) menlhs notice by Synamalix if:-

{i) we commil any serious breach of any term of this Software Licence
Agreement and (in the case of a breach capable of heing remedied) shall
have failed, within thirty {30) days after 1he receipt of a request in writing from
Synamalix ¢ do 50, to remedy the breach (such request to contain a warning
of the intention 1o terminate); or

(i) we cease, or threaten to cease, to cary on our business, is unable to pay our
debiz or if an order is made or a resolution passed for liguidatian,
administration, winding-up or dissclution of our Company {otherwise 1han for
the purpase of a solvent amalgamation or reconslruction) or an adminisirative
or other receiver, manager, liquidator, adminisirator, rustee ar similar officer
is appointed over all or any substantial part of our assets or we make an
assignment for the berefit of or enters into or proposes any composition or
arangement with aur crediors generally.

Upon the termination of the Licence, we musl return to Synamatix the Licensed
Programs materials and all copies of the whole or any part thereof.

Any decision by Synamatix 1o terminate the Software License Agreement would arise
froen a senious breach of the agreement that could ot be remedied. Nonetheless,
there are software available from thir parties and the open source community that
can achieve the similar analysis results as software curmrently developed by
Synamatix albeit taking a longer time. MNetwithstanding we have the resident
knowledge Lo select, operate and integrate these third party and open source
software, there will be a lag tims invalved in the selection of software as well as in
integraling them to replicate the current pipeline which could impact our business
operalions.

The Licensed Programs have been developed by Synamatix based on computer
software known as "SynaBASE" which i a struclural datzbase for genetic
sequences. SynaBASE is developed by Synamatix using "NeuraBASE™ which is
lizensed by Neuramatix to Synamatix under & software licence agreement daled 12
May 2003 (lhe "Meuramatix Licence Agreement™) pursuant lo which Synamatix is
given a non transferable and exclusive licence to utilize, interface with and build on
NeuraBASE 1o create and develop SynaBASE and sell and distribute Synamaiix
products. The Neuramatix Licence Agreement continues without limit as to time bul is
terminable on three (3) months' nolice by either party. In addition, Neuramatix may
terminate the Meuramatix Licence Agreement immadiately by notice in writing if:-
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(d)

fa) Synamatix is in breach of any term of the Software Licence Agreement and
such breach is not remedied within thirty (30) days of wrilten notificalion by
MNeuramatin requiring lhe same to be remedied;

{bl Synamatix becomes, threatens or resolves to become or i1s in jecpardy of
becoming subjecl to any form of insolvency administration;

e} Synamalix ceases or threatens lo cease conducting its business in the
normal manner.

In the event of termination of the Weuramatix Licence Agreement, our right as a
licensee of Synamalix to continue to use SynaBASE which incorporates NeuraBASE
would continue. However Synamatix would be obliged to cease the sale of
SynaBASE or Synamatix products which incorporates various components of
MNeuraBASE and to procure or cause to be procured the removal of NeuraBASE from
SynaBASE and in consequence the ability of Synamatix 1o develop enhancements of
the Lizensed Programs and provide continuing support under the Software Licence
Agreesment may be impaired.

Ability to Compete Effectively and Future Perfarmance is Dependent on the
Continuing Availahility of Key Management Emplayees.

Our fulure performance depends to a significant extent on the continued efforts and
abilities a8 well as \he nebworking and marketing efforts of our Directors and Key
Management Employees especially our Managing Director, Roberl George Hercus @
Abdul Karim Hercus, who is currently our steward and figurehead.

Having had veniure capital investments from the very beginning we have had to
implement internal processes 1o minimise dependence on any Directar or Key
Management Employee. While our Managing Director, Robert George Hercus @
Abdul Karim Hercus and Executive Director, Munirah binti Haji Abdul Hamid drive our
long term vision, our business decisions, aclivities and proposals are mandaled by
our Board of Direclors,

Ma insurance policies have been taken out by us under which we are insured against
the dealh or disahility of our Key Management Employees.

We intend to hire a Chief Technology Officer ("CTQ") and Head of Sequencing
Facilities. Technology oversight is currently being fulfiled by Roberl George Hercus
& Abdul Karim Hercus in his dual capacity as Managing Direclor. As part of this
listing exercise and lhe consequential proposed expansion of business activities, we
will be looking to have this role fulfilled by a suilably gualified individual. Although it
will remain under the purview of Robert George Hercus @& Abdul Karim Hercus, Lhe
day-to-day implemeniation on the technalogy fronl will be the responsibility of the rew
CTO,

We currenily €njoy a cordial relationship with our employess and they do not belong
to any trade unian. In addition, our employees are sent to various courses and
seminars to enhance their knowledge and breaden their business network. We
believe that by increasing our profile lhrough the listing on the ACE Market, we will be
able enhance our capability to attract and retain able and qualified personngl 1o play
an aclive role in our growth. In the future, we will introduce a8 management
succession plan.

It is expected thal ihe stature and heightened public profile as a listed company will
erable us to attract able and qualified personnel. This will miligate the tisk of loss of
services of any of the key personnel and minimise any material adverse effect on our
pedormance.
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(e)

(f}

(o)

Howewver, there can be no assurance that we will be successful in retaining or
recruiting qualified personnel. Any failure to expand or retain the key personnel may

materally and adwversely affect our overall business, operating resulls and fnancial
cordlition.

Dependency on Limited Customer Base

For the FYE 21 May 2009 and FFE 31 March 2010, our perfarmance had been
largely atiributed to work done on lhe oil paim genome project which conlribuled
approximately 70.00% of our revenue. In addition, we have over the last two (2) years
had our spurces of revenue concenlrated on & limiled number of clients with high
value projects. We do not expect 1o be able to continue to secure such farge value
projects again, as the cost of genome sequencing is dropping. In our pricing of
sequencing and assembly projects we have always priced assembly below or equal
to the cost of seguencing invelved hence consequentizlly, we expecl o see per
project values decrease over ime. However we also expect the number of projects to
increase substantially as per the industry growth projecied in the IMR.,

There is no assurance that we will be sucecessful in diversifying our customer base
and in securing these projects which we are currently tendering/pilching for. The
inakility 1o replenish and diversify our project pipeline may have a material impact on
our future profitability and busingss prospects. Nevertheless, our work since 2008 has
posilioned us to tender/pitch for several projects, and equip us to serve a larger
custamer base of smaller value projects.

Risk of Fluctuation in Revenue

Our Conlract Genomics Services are gengrally entered inla on & project basis which
may lake hetween six {6) to eighteen (18) monihs far completion. The value of each
project s determined based on, inter-alia, the level of complexily of the waork involved.
For example, assembling a genome for which no reference genome exists (olherwise
known as De-Nowo assembly) is very complex and time consuming whereas
assembling a genome for which a reference genome already exists is less complex
and can be completed relatively quickly,

A lack of long term contracls and recurring agreements is @ horm in our industry,
making it difficult to ascertain our future performance due to the lack of 2 recurring
glemeant in our revenue. Additionally, revenues coincide with ibe relevant milestones
of each project and we may face fluctuations in that revenue recorded for certain
months may be high whilst for other months only minimal.

Changes In or Loss of Our BioNexus Status

We were granted BioNexus Stalus 1o conduct Qualifying Aclivities wilh effect from 23
July 2007 by the Minister of Finance in concurrence with the recommendation made
by BiolechComp subject to cerain conditions. As such, we arg entitled ta enjoy
financial and non-financial incentives derived from our BioNexus Slatus as set out in
Section 4.1.1 of this Prospecius.

BiotechCorp is the body responsible for moniloring all BioNexus Slatus companies.
BiotechCorp has the right to revoke any company's BioNexus Status at any time i it
doss not comply with the conditions of grant of BioNexus Status imposed by
BiatechCarp. Please refer to Section 9 of this Prospectus for further details. As such,
fhere can be no assurance that we will continue to retain our BioMexus Status or that
we will continue o enjoy such financial and non-financial incentives, which could
adversely affect our business, operating resulls and financial performance. There can
also be no assurance that the BioNexus Status will not be changed or modified in any
way in 1he future,
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3.2 RISKS RELATING TO THE INDUSTRY

(a)

Rapid Changes in Technolony

As with other computer science-related technologies, bioinformalics technology
continues to change and develop rapidly. If we do not keep up to date with these
changes in technology and how they could affect our custommers, some of our services
may become less attractive lechnically or less price competitive. We ensure that we
keep up ko date on the latest technolagies by participating in key industry conferences
and exhibiions, and by conlinuously working towards close relationships with
manufacturers of new sequencing technalogies.

We may be susceptible to competilion if we are unable 1o stay at the forefront with the
latest technologies. A new competitor with integrated software and faster analytical
tools may adversely affect our ability to compete.

Our ability to constantly update our foois and services to be in line with the
requirements and meet the needs of the bicinformaltics industry is vital in maintaining
our competitiveness and first mover advantage.

3.2 OTHER RISKS

(a)

(b}

{.ontrol by Principal Shareholders

Upon the completion of the IPO, Synamalix will own 80,516,070 Shares, representing
54.31% of the issued and paid up share capital of MGRC. Synamatix is 88.13%
owned and controlled by Meuramatix. Robert George Hercus @& Abdul Karirm Hercus,
Munirah Binti Haji Abdu! Hamid, Adlan Hercus, Encipta Lld, Rabmah Binti Abdul
Hamid, Tsuyoshi Shiraishi, Ingrtia AIF Sdn Bhd and Singularily Ventures Sdn Bhd
own and jointly control Neuramatix pursyarnt to a shareholders' agreement. By virtue
of such joird control, the above said shareholders of Neuramatix will be able to
influence, in a significant manner, the election of our directors and the approval of any
actions requiring the approval of our shareholders. The interests of the above said
shareholders of Neuramatix and the interests of Synamatix may collectively or
individua!ly differ from the inleresis of our other shareholders. Please refer to Section
8.1 of this Prospeclus far information on our substantial shareholders,

No Prior Market for Our Shares

Frio 10 the PO, there has been no public market for our Shares, There can be no
assurance that an aclive market for our Shares will develop upon the Lisling or, if
developed, that such market will be sustained, There can also be no assurance that
the lssue Frice and the Cffer Price will correspond 1o the price at which our Shares
will e traded on lhe ACE Markel upon or subseguent to the Listing,

The lssug Price and the Offer Price bave been determined after taking into
consideration a number of factors, including but not limited 10, our financial and
aperating history and sondilion, our prospects and the prospects of ihe industry within
which we operate in. The price al which the Shares will trade on the ACE Market
upon or subsequent to the Listing will be dependent upon market forces beyond our
contral.
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{c}

{d)

{e)

Political and Egconoemic Conditions

Like all other husziness entities, adverse dewvelopments in political, economic and
reguiatory conditions in Mataysia and other countries may materially and adversely
affect 1he financial condition of the Asian region and could unfavourably affect our
results and business prospects. Other political uncertainties that could unfavourably
affect us incude changes in political leadership, expropriation, nationalisation, act of
war, re-negotiation or nullification of existing sales orders and conlracts, changes in
interest rates and methods of taxation and currency exchange rules and contracts,
especially in those countries in which we operate in,

¥e have not in the past encountered any adverse political and economic conditions
which have affected our operations. Notwithstanding that, whilst we strive to continue
to take effective measures such ag prudenl financial management and efficient
operating procedures, there is no assurance that any adverse polilical, economic and
regulatory factors will not materially and adversely affect us operationally or
financially.

Failure or Delays in the Listing

The cccurrence of any one or more of the following events (which may not be
exhaustive)l may cause a delay in, or nen-implementation of, the Listing:-

(i) our Underwriter, after being appointed, exercising their rights pursuant to the
underwriting agreement to discharge themselves from their obligations
thereunder; ar

{iiy wa are unable 1o mesat the public spread raquirement, that is, at least 25% of
the total number of shares for which the Listing is sought to be in the hands
of the public and at a minimum of 200 sharaholders at the poinl of our
admission to the ACE Market.

Although our Board will endsavour to ensure our compliance with the wvarous
provisions of the Listing Requirements, including, iMer-afia, the public spread
requirements imposed by Bursa Secutities, for the Listing to be successful, no
assurance can be given that the abovementioned factors will nol cause a delay in or
the non-implementation of the Listing.

In the event of failure or dalay in the Listing, we will return your application monies in
full without interest, If such monies are not returned within 14 days after we becoma
liable to repay, the provision of sub-section 24 3(2) of the CMEA shall apply.

Uncertainty af the Future Plans and Strategies

In order to achieve our future ptans and sirategies as set out in Section 7 of this
Prospectus, we rely on the availability of management, financial, customer suppart,
pperational and other resources. The success of our future plans and strategiss will
be dependent upon, amongst others, our ability to successfully develop and
commercialise further applications of our services, to successfully monitor our
business growth and on favourable lerms, to hire and retain skilled management, as
well as to obtain adeguate financing when needed.

There can ba no assurance thal we will be able to succsssiully mplesment our
business davelopment plan or that unanticipated expenses or problems or technical
difficulties will nol oeour which would result in material delays in its implementation or
even deviation from its original plans. In addition, the actual results may deviale from
the future plans and strategies due to rapid technological and market changes, as
well as competitive pressures.
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)

Disclosure Regarding Forward-Looking Statements

All statementis contained in this Prospectus, slatements made in press releases and
oral slatements that may be made by us or our Direstors or employees acting on our
behalf, thal are not stalements of historcal fact, constitute “ferward-locking
statements™. Investors can identify some of these statements by forward-iocking
ierms such as “expect”, "believe”, "plan®, “intend”, “estimate”, “anlicipate”, “may’,
“will", "would”, and “could” or similar words. However, investors should note that
these words are not the exclusive means of identifying forward-looking statements.
All staterments regarding our expected financial positon, business strategy, plans and
prospects are forward-locking statements. These forward-locking  statements,
including statements as to our revenue and profitability, cost measures, planned
strategy and any other matters discussed in this Prospectus regarding rmatters that
are not historical facts are anly predictions. These forward-locking statements involve
known and unknown risks, uncertainties and other factors that may cause our actual
results, pecformance or achievements to be materially different from any fulure
results, performance or achievements expressed or implied by such forward-looking
statements,

Certain staternents in this Praspectus are based on historical data, which may not be
reflective of the future results, and any statements which are forward-looking in
nature are subject to uncertainties and contingencies. Al forward-looking statements
are based on forecasts and assumptions made by us, and although believed 1o be
reasonable, are subject to unknown risks, uncertainties and other factors which may
cause the actual resuits, performance or achievements to differ materially for the
future results, performance or achievements expressed or implied in such forward-
looking statements. Such factars include, imfer alia, general ecanomic and business
conditions, competition and the impact of new laws and regulations affecting us. In
the light of these risks and other uncertainties, the inclusion of any forward-locking
staternents in this Frospectus should not imply that aur plans and objectives of would
be fully implemented and satisfied.

THE REST OF THE PAGE IS INTENTIONALLY LEFT BLANK
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QOUR HISTORY

We were incorporated in Malaysia on 18 May 2004 under the Act as a private limited
company. On 3 August 2004 we changed our name from Malaysian Genomics Ressarch
Centre Sdn Bhd to hMalaysian Genomics Resource Centre Sdn Bhd. Subsequently, on 25
January 2010, we converted into a public limited company and assumed our present name,

We were incorporated in 2004 with the purpose of being an online hioinformatics application
services provider where we offered bicinformatics applications services via our portal
Synamatix is the developer of all the bioinformatics applications software that we utilise on
our portal. The portal allows cur users io compare their genomic sequences with online
vatabases of genomic data which resids in our portal, of a certain size and quantum.

By 20086, we anticipated a growing demand for more in-depth bulk  bicinformatics
eomputatiortal analysis i.e. anything that is more than what is available for comparison in our
portal. This generally réfers to procassing amounts in excess of orne gigabyle of genome data,
which would involve the custom development of analysis pipelines based on the specific
requirements of each cuslomsr's project. As such, we established our Contract Genomics
Services for this purpose, to serve customers wanting to outsource this bioinformatics
analysis aspeci of their life science research,

In FYE 2007 we worked with Synamatix on a project to analyse cancer genomes for Brigham
and Women's Hospital, a teaching affiliate of Harvard Medical School. They remain as one of
our customers today. Another one of our inilial projects was for Universiti Kebangsaan
Malaysia where we completed the first whole genome sequencing and assambly using naxt
generation sequencing machings for a yeast ganome and a bacterial genome. Another of our
initial bicinformatics analysis projects came from Australian Genome Research Facility Lid,
which contracied us to look for similarities and differences in the genomic sequence data of
two (2} marsupial genomes. Since lhen, we have completed the analysis for multiple
genomes ang transcriptome projects, notably the cil palm and lung cancer.

To date, we have undertaken projects for large agriculture-based companies, major medical
research ingtitutions, and government-linked or funded entities in Malaysia and abrgad,
including United States and Australia.

411 How It All Started

The Human Genome Project (HGP), a multi-nation collaboration which started in 1980 and
which was completed in 2003, involved finding the proper order of the 3 billion base pairs that
form the human DNA, and 1o make this data available for scientific research and development
in the private and public seclors. The goals of the HGP, which also included identifying the
20,000-25,000 genes in cur DNA| crealed one of the largest computational challenges that
computer sciantists had to grapple with in terms of managing and analysing such a large
volumne of complex data. (Source. www. ornf.gov]

Since the HGP, scientists have started 10 uncover how molecules in a living organism interact
with each other, pulting in motion & revolutionary understanding and transformation of fields
such as medicine, agriculture, and even energy. Today bivinformatics technology and the
study of genpmes {also called genomics) have allowed researchers to examine how the
bases in genes form into ¢ells and proteins and eventually intg the animals and plants that
populate the planet.

The surging interest in gencmics among 1he scientific community prompted our Managing
Director, Robert George Hercus @@ Abdul Karim Hercus to dewvelop algorithms and
bisinformatics tools to halp solve problems such as lhose posed by the HGP. The commercial
viahility of these tools encouraged our Managing Director to form Synamatix as a software
developer of bioinformalics applications. Synamatix then formed MGRC in 2004 which has
exclusive commercial license 1o the biginformatics applications developad by Synamatix, with
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the primary inlention of providing genetic computational services to individual researchers and
scientists in the wider life sciences community. This community requires easy access to ultra-
fast sequence analysis tools and new integrated genomics database platforms without having
to manage and maintain such technologies in-house,

We started as an online bicinformatics applications services provider but we have row
branched into Contract Genomics Services that can aid in research areas such as drug
discovery, personalised medicine and agricultural bistechnology among others. Our
Managing Qirector and the senior management of our Company have made great strides in
the |ast few years to bring us to the forefront of the hicinformatics industry.

As & BioNexus Status Company, we enjoy a set of privileges as contained within the
BioMexus Bill of Guarantees, inter-aglia, freedom of ownership, freedom to source funds
globally and eligibility for com petitive incentives as well as various tax incentives with access
to supporive information network, shared laboratorizs and BiotechCorp as a one-stop
agency. The withdrawa! of the aforementioned privileges would have an impact on our
operations and profitability. YWe were approved by the MoF for exemption from the payment of
income tax in relation to our business with regard o the qualifying activities for a period of ten

(10} vears commencing from 23 July 2007 pursuant to the Income Tax (Exemption} (Mo 17}
Order 2007,

412 Where We Are Naw

in FYE 2009, our Conlracl Genomics Services were used in the oil palm genome segquencing
and assembly project for Sime. Arising from that, this project was the first in the world to
successfully sequence, assemble and analyse the largest plant genorne using data generated
from only next generation sequencing machines. We successfully assembled the 1.8 billion
hase pair ol palm genome from 60 billion base pairs of DNA sequence reads.

Another one of our majgr achievemenis was the completion of the first cancer genome
analysis project for Brigham and Women's Hospital, a teaching affiliate of Harvard Medical
School wherein we analysed over 28 hillion base pairs of DNA from a single lung cancer
turmour. Since then, we have analysed over 1,000 hillion base pairs of OMA for them. This
vear we expect to analyse over ten (10) trillion base pairs.

We have an aclive policy of engaging with leading researchers and developers of second and
third generation DNA sequencing machines at a very early stage. We also regularly aliend
annual conferences with international bioinformatics plavers where we would be able to
engage with researchers. In view of our close refatisnship wilh the manufacturers, as and
when there are any new DNA sequencing machings available, we requesl andfor have been
requested 1o test samples of data output, This testing is a form of concurrence that the data
oulput by the machines is ‘usable'. Further, based on the fact that we are able to use {hose
dala cutput via the tests provides a potential market for our services. In mosl cases this s
before large-scale projects have been fully defined or machines fully developed.

By combining this strategy with our cutting-edge biginformatics know-how and expertise, we
have been invalved in wodd firs! genome projects e, the first Mesothelioma cancer genome
and the largest plant lo be sequenced and analysed using solely nexl generalion sequencing.
This has also enabled us to venture inlo new areas before they become mature. Firsl mover
advantage results in significant benefits in terms of market peneiralion and revenue.

Currently, we are the only player in Malaysia providing commercial bioinformalics analysis
services for data from rultiple second and third generation sequencing machinas, serving
public and private sector organizations in Malaysia and internationally. We have established
ourselves as Malaysia’s leading provider of Confract Genomics Services [Source: IMR from
Frost & Suffivan).

Each generation of machine generates shorter read lengths. Early capillary sequencers
generated 900 base pair reads, whereas early sequencers produced by 454 Life Sciences Inc

34



Company Number : B52750-V

INFORMATION ON US (Cont'd}

4.2

generate 250 base pair reads whilst sequencers produced by lllumina Inc generate 35-40
base pair reads. The shorter tha read length the more challenging {in terms of bicinformatics
expertise and compute resource required) it ig to assemble and annotate the sequences.

We hope that our services will enable and expedile scisntific breakthraughs as well as IF
generzlion in the medical, agricultural, and industrial sectors via lhe generalion of meaningful
results from the computational analysis of their genomic dala so that the results can be
developed and commercialized to create commercial value and benefit mankind. In creating
our databanks we also inkend to analyse the data in order to idenlify possible |P opportunilies.

4.1.3 CGCorporate Vision, Mission and Objectives

We aspire to be a leading one-stop bicirformatics services centre providing the most cutling
edge and reliable bicinformatics services available today, including genome seguencing,
assembly, data mining and computalional analysis. We aim to slay ahead in this exciting fieid
by continuously expanding, updating, and improving our services.

We want 1o promote Malaysia as the preferred bicinformalics solution destination for afl our
global customers, and to improve the understanding of biginformatics and ils applications in
Malaysia and regionally.

KEY MILESTONES

Our key milestones since our incorparation are as follows: -

Year Key Milestanes

May 2004 »  MGRC incomporated

July 2005 +« MGRC portal launched {o wordwide user base

2006 « Launched our Condract Genomics Services

Granted BioMexus Status by MoF in cancurrence with BiolechCorp
2007 + Commenced cancer genomics project with Brigham & Women's Hospital,
a teaching affiiate of Harvard Medical School through Syrarmatix

« Completed NGS-based whole genome sequencing and assembly project
in Malaysia for Universily Kebangsaan Malaysia

2008 » Began offering bicinformalics and genomics training programmes in

Walaysia

» Inilialed and completed word's largest WGS data-based genome
aszembly project for Synamatix as parl of the oil palm genome
sequencing, assembly and analysis praject for Sime. The 1.8 hillion base
pair oil palm gename was successiully assembled from 60 billion base

2000 pairs of DNA sequence reads,

« Completed first cancer genome analysis project for Brigham & Women's
Hospital, a Teaching Affiliale of Harvard Medical School. MGRC has now
analyzed aver 1,000 billion base pairs of DNA for this cuslomer,
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4.4

PRE-IPO SALE OF SHARES

4.3.1

4312

Directors and Employees of MGRC and Synamatix

Synamatix had on 29 January 2010 entered into the relevant agreements with
employees of MGRC and Synamatix in relation to the sate of its 539,400 MGRC
Share= at a sale price of RM0.10 per MGRC Share, i.e in compliance with the
condition imposed by Bursa Securities, as set out in Seclion 9.1 of this Prospectus.
The completion of the agreements is conditional vpon {i) approval by Bursa Securities

for the listing of our Shares and {ii} registration of this Prospeclus with the SC
{whichever is later}.

The compleiion of the sale to employees had raised monies for Synamatix to fund jts
activities. In addition, the sale lo employees was also as a form of reward for their
services to MGRC and Synamatix and for the purpese of alioning the interest of such
employzes wilh those of lhe shareholders of MGRC,

The breakdown of lhe sale by Svnarnalix of its 532400 MGRC Shares to the
employees of MGRC and Synamatix is as follows.-

Employees of No. of MGRC Shares
Synamatlx 227,100
MGRC 312,300
Total 539,400

Selected Investors

Synamalix had on 10 February 2010 entered inlo the relevant agreements with
gelected third party inveslors in relalion to the sale of its 5 845,000 MGRC Shares at
a sale price of RMO 81 per MGRC Share, ie in compliance with the condition
imposed by Bursa Securities, as set out in Seclian 9.1 ¢f Lhis Prospectus. The
completion of the agreements is conditional upan (i} approval by Bursa Securities for
the hsting of our Shares and (i) registration of this Prospecius with the SC (whichever
is later), where the initial completion date of 31 May 2010 for the afarementioned
agreements had been waivad by the third parly investors,

The complelion of the sale to selected inveslors had raised monies for Synamatix to
fund its activities.

LISTING SCHEME

In conjunclien with, and as an integral pan of cur Listing, we are undertaking a lisling scheme
which is set out as follpws:-

(a)

(b}

Offer for Sale

In conjunclicn with the Listing, the Offeror will implemenl an Offer for Sale for
2.000,000 existing Shares al the Offer Price to selected investors, subject o terms
and condilicns contained in this Prospecius.

The Offer for Sale is expected to resull in the Offerar raising gross proceeds of
EM2,160,000. Investors have hean identified to subsoribe for the Offer Shares and
have provided irrevocabie undertakings o subscribe Offer Shares.

Public Issue

In conjunction with the Listing, we will issue 17100000 new Shares at the lzsue
Price to individuals, Directors, companies, societies, co-operatives and instilutions by
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way of private placement and public offer, subject to the terms and conditions
contained in this Prospectus,
The Public Issue is expected lo resull in our Company raising gross proceeds of
FM15,468.000, the proposed utilisation of which is set out in Section 2.7 of this
Prospectus.
Upon completion of the Public lssue, our issued and paid-up share capital will
increase from RM7. 700,048 comprising 77,000,480 Shares to RM9.410.048
comprising 94,100,480 Shares crediled as fully paid-up. There is ng minimnum
subscription a5 the 1ssug Shares are either underwritlen or investors identified to
subscribe for it have provided irrevocable undertakings to subscribe far the lssue
Shares,

(ch Listing and Quotation on ACE Market

Upon completion of the IPO, our entire issued and paid-up share capital of
EM9.410,048 comprising 94,100,480 Shares wilt be listed on the ACE Market.

4.5 SHARE CAPITAL

The aulhorised and issued and paid-up share eapital of our Company as at the dale of this
Prospectus and upon completion of the IPCr are as follows:-

As af the date of this Prospectus | Upan completion of the IPO | Par value |

No. of Shares RM No. of Shares RM RM

Authorised 100,000,000 10,000,000 | 100,000,000 | 10,000,000 0.10
lssusd and paid-up |I 77000480 | 7,700,048 94,100,480 | ©.410048 | 010

Details of the changes in qur issued and paid-up share capilal since incorporation unii! the
date of this Prospecius are as follows:-

[ No. of ' Resuitant number | Resultant issue and
ardinary | Par of issued and paid- paid-up sharg
Date of shares | value up shares | capital {cumulative)
allotment allotted | (RM) | Consideration [cumulative) {RM)
18 May 2004 2| 100 | Cash 2 2
21 October 2004 40 998 1.00 Cash 100,000 100,000
7 January 3005 480,000  1.00 Cash 580,000 580,000
8 January 2005 520,000 100 Cash 1,100,000 1,140,000
26 April 2605 257 818 1.00 Cash 1,357 819 1,257,819
10 May 20{6 85,940 1.00 Cash 1,443,759 1,443,750
20 Celober 2008 481,253 1.00 Bonhus issue of 1 for 1925 12 1,825,012
gvery 3 shares
13 January 2010 | 3,773,036 1.00  Bonhus issue of 3 for ¥.700.048 ¥ 100,048
every 1 sharg
13 January 2010 -1 10 Share Sub-Division 77,000 480 ¥.700 048

We do not have any cutstanding warrants, options, convertible securities and uncalled capital.
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4.6

OUR BUSINESS AND SERVICES

Set out below is a brie! introduction on the basics of genomics o provide a bebter
understanding of our business and services.

4.6.1

4.61.1

4.6.1.2

Overview of Bioinformatics
What is Bioinformatics?

Biinforrmatics is a merger of bwo (2) rapidly developing areas: biology and
information techriology. It is a dominating feature of madern life science research
and inngvation. It involves research, development, or application of computational
tloois for extracting mearingfu! information from biological data. These lools include
those used to organize, store, retrieve, computationally analyse or visualise such
data. Bicinformatics is sometimes defined as computational genetic analysis,

To undertake the Contract Genomics Services, essentially data mining of ONA, only a
limited knowledge of Biology is required. The cutput of our bioinformalics analysis
services do not require us to understand the meaning of the DMA patterns as any
permutations to the properlies of the DNA will be done by Lhe scientists/ researchers.
Cur main objeclive is to sequence tha data and identify the patterns {hat the scientists
arg looking for in the DNA. As for Proprietary Gename Dalabanks, the knowledge 1o
build a databrase already exists within MGRC. However, projects that may be derived
from havino access ip these databases that involve more detalled and in-depth
analysis would depend on 1he type of genome projecl and complexity that a customer
wants to undertake. Allhough domain expertise would exislt with the client
organization, relevant field experts will be consulted andfor employved internally if
required, i.e. if we are looking a1 projects involving a herbal genome databank, we
could engage someone with knowledge on tropical herbs.

Why is Bioinformatics Impartant?

Biginformatics is the study of large amounts of biological information about molecules
such as DNA, RNA, and proteing, with the help of compulers Lhat analyse these
malecules using computational algorithms to undersland their function and rote. By
underslanding 1hese molecules, scientists can betler understand how  living
organisms, such as plants, animals, viruses and people, work. ONA is the molecule
that contains genetic information in an organism and it is responsible for controlling
the creation of different types of cells. For example, in a human body, information in
the DNA will instrucl the el 1o become a skin cell, a hair cell, or any other type of cell
in the human body. When a cell wants 1o build a prolein, it locates an appropriate
DNA sequence then copies it to mRENA and then uses the mRNA o build 3 prolein.
Froteins are impertant because they carry cut many functions such as production of
enargy from food {ie. your metabalism), healing processes such a5 bload clotting,
and instrucling your bones and muscles to grow and slrenglhen your skeletal system,

Bisinformalics at MGRC involves the compulational analysis of DNA, RNA, and
protein molecules using computers s0 lhat researchers can understand  how
biclogical systems work. When a biological syslem is well understond at a molecular
level, then specific applications can be designed to enhance or suppress different
characteristics expressed in those molecules.

For example, when a researcher understands the genes integral in controlling the
growth of cancer cells in humang, a treatment could be developed that helps lo
selectively decrease their aclivity in cancer patients, This could slow down tumour
grawth and help 1o make treatment faster and more effective.

Or in the agricultural sector, when a researcher understand the proleins invalved in
increasing the growth rate of rice, then this knowledge may be used to develop higher
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yielding rice that can be used by the agriculiural sector 1o alleviate the food securty
iIssUe in a country.

4.6.1.3 Key Concepts

A single human, animal or plant cell contains all the genetic information necessary o
build an entire organism. This information is encoded within the cell nucleus in
hundreds of millions or billions of subunits, or base pairs, of DMA. This is usually
packaged in pairs of chromosomes. Each chromosome can contain the DMNA for
hundreds or thousands of individual genas. A gene is a section of the genome that
has a specific furclion of role in the body, Examples of genes include insulin which
regulates blood sugar level. Below is an illustration of a basic cell structure and itz
description:

DNA and Chromosome Camponents in a Nucleus and Gell

NHuzleus

Cell

(&)

Chromosome

—* DNA

{1} Cells are the basic struclural, functional and smatiest unit of any organism. The
centre of a cell containg a "contral centre” called a nuclaus,

{2} Within the nucleus there are chromosomes. DNA is organized into long strings
that are folded into chromosomes o organize the genome into manageabla
subunits, Each chromosome is composed of DNA, and is contained within the
nucleus of the cell of an organism.

{3) DNA has two strands, called a double helix, linked by chemical “bridges” known
as nuclectide bases. The bridges are categorised by four letters:
» Adenine (A)
« Cytosine (C)
+« Guanine (G}
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4.6.1.4

4.61.5

= Thymine{T}

{4} Seguencing is a procedure to obtain the seguential arrangement of nuclectide
base-pairs {i.e. the ACGT discussed above} in DNA or RNA.

We provide bioinformatics services for cuslomers that require computational analysis
of samples of DNA and other genomic sequence data. In our genomic analytical
pipeline, we use a suite of computational software and a network of computing
hardware to carry out various analyses that allow us to identify different
characteristics of interest in a DNA sample.

Scientists can conduct limited, explanatory analysis onling wsing a sefection of
bipinformalics applications that we have made available via our Internet poral,
however, most scientists require much more complex and high-throughput forms of
analysis, which can only be ohtained through our Contract Genomics Services which
utilise large IT resources.

Evolution of Sequencing Machine Tachnalogy

Basic forms of DNA sequencing were developed in the early 1970s. The most
commen method is known ag “Sanger” sequencing, named after its inventor Fred
Sanger, This method was improved and automated through the 1280s, 1930s and the
early part of this century. The method essentially involves unning the DNA sample in
a vertical gel or capillary. The sequence of the DNA can be simply read off the gel.
Sanger sequencing is now known as first generafion sequencing and these machines
generate seguences up to 800 bases of DNA with an error rate of 1 in 1000 bases.

Second generation DNA sequencing platforms include those commercialised by
companies such as Roche Holdings Lid., llumina \nc. and Applied Biosysterns Inc.
Although each of these sequencers has very diverse mechanisms, they share several
common characteristics. They all have relalively simple and fast methods of
sequencing sarmples. In terms of throughpuot they are 100s to 1000s of fold faster and
cheaper than first generation seguencers.

Marny new sequencing technolooies are in development such as thoss using
nangpores and these are bging referred to as third generation. These segquencers
also use very diverse seguencing mechanisms, but are significantly faster than
second generation DNA sequencers, and will provide longer sequences of DNA,
possibly up to 1000s of bases long. In Febrvary 2010, Pacific Biosciences, Inc.
officially announced the commercial release of their third-generation machines. Ten
{10) units were purchased by early-access customers and lhese are expected to
provide the indugtry with benchmark review of its efficacy compared to the segond-
generation machines which are majorly deployed in the market,

Overview of Dur Services

We currently have two (2} services categories, Contract Genomics Services and
Genomics Data Access Services as foliows -

Principal Activities Description

Contracl Genomics | «  Provision of a comprehensive range of genome assembly

Services ang bicinformalics analysis services,

»  Provision of DMNA sequencing services cumently outsourced
via third party sequencing providers.

Genomics Data » Provision of an online bicinformatics service for exploratory
Access Services research of a user's DNA and protein sequences against
genetic databages provided by MGRC.
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4.6.2

46.21

4.6.2.2

Contract Genomics Services

Our Contract Genomics Services enable our clients to identify unique genetic
characteristics that influence a biological entity's functions or roles. This may help a
2ovlogist understand why zebras and tigers have stripes but other animals of similar
shape, such ag horseg or lecpards, do not have stripes. It may help another scientist
identify the exact genes that cause baldness or that control skin colour in hurmans,

Genomics can be used by scientists to understand why some people are born with
different deformities such as dwarfism or why some people develop diseases such as
heart dizease and other people do not. Through this understanding, more effective
lreatments can be developed. In addition to healthcare, genomics is also used in
other fields such as food crop cultivation and biofuel production.

Varying Levels of Complexity

The level of computational analysis that may be carrigd oul on a sample is dependent
on the depth and type of information that the client i1s seeking. We take prida in being
able to customize our services to meset the needs of clients, whether for simple
analyses or complex analyses,

Clierts may merely nead to identify differences between one sample and a reference
sample. To identify those differences, this would essentially invoive the mapping of
sequence data to a reference genome followed by the identification of mutations or
differences in the order of genes. The result of this identification may help to point
out areas of interest that deserve further scientific investigation.

There may also be clients who may need to compare multiple samples. This involves
a defailed sross-comparison between multiple samples to identify mutations thal are
unique, commen of novel between any ong sample and any other intersection of
samples.

Complex services that a client can reguest could require furlher customisation of
existing pipelines o optimise analysis, annolation services and visualisation of data
using a customised genome browser,

The differential propositions that we offer our customers are as follows:

(1} We have developed proprietary knowledge and expertise derived from our
experience in completing a wide range of biginformalics projects.

[2) We have developed a complete biginformaltics pipeline that allows us to fully
carry out the process flow for sequencing, assembling and analyzing
genomes.

(3) We use integrated software in our analysis.

In short, we can assure our customers that we know and are able to camy out
complex, detailed hininformatics analysis,

Detailed Description of Our Analysis Services

We provide proprietary computational analysis services which our bisinformatics
axperts customize according to the level of analysis that a client needs. QOur
comprehensive services pipeline is designed to help us rapidly and accurately
assemble and or analyse data that has been genctically sequenced so that wea can
identify the unique gensatic features of interest for our clients.
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These and other analytical services we offer are described furlher below:-

Service Description
Genome re- We offer analyses of newly sequenced genomes, which primarily
sequencing involves measuring the similaries and differences 1o any other

qgename, and which is critical for associating biological functions,

These differences can be anywhere from a single DNA base, to
1005, 1000s or millions of bases of DMA. Most of these differences
are benign and have little or no effect on the organism. However,
sorne differences can result in negative effects, such as disease or
stunted growth. Conversely, sometimes these differences can
result in increased yield or pest resistance in plants, or resistance
to disease in humans.

The analyses conducted by us are based on using integrated
software pipelines and computational algorithms to identify these
differences, or mutations with high speed, accuracy and
confidence,

An example of a genome re-sequencing project is a recent analysig
carried out on & human genome. By comparing data from this
individual 1o & previously completed “reference” genome it was
possible to identify more than 3 million differences, or mutations.
Each one of these mutations was then analysed o see which ones
were linked to certain genes that have associations with disease,
Following further data analysis which is based upon slatistical
methods of pripritization of the resufis, it was then pessible fo
predict which mutations weare maore likely to be linked to diseases.

Transcriptome
sequence
analysis

Tha analysis services offered for transcriptome seguence analysis
gre similar to the analysis services we offer for genome re-
sequencing analysis. In addition we also offer analyses of muitiple
transcriptome samples. As an example, it is possible to compare
the quanlily of genes expressed between a cancer and normal
sample.

By offering analysis of the difference between the two (2} samples
it is possible fo link these differences to the cancer. This type of
analysis is known as differential gene expression analysis. There
may also be genes that are tolally absent between one sample and
ancther. This can also give clues on how disease starts and
develops.

Transcriptome sequence analysis can be carried out on any pair of
data sets. The core method is the same regardless of the type of
sample that is used. A recent project we completed involved plant
samples, in which a comparison was conducted to identify which
genes could be responsible for increasing ofl production. By
comparing the level of differant genes betweean two (2) trees, it was
possible to pinpaint several candidate genes that may be involved
in regulating the production of oil in planis.

ChiIP -Seq
analysis

We offer analyses of ChIP-Seq sequence data based on identifying
binding sites of proteins called transcription factors, by searching
for peaks within the data.

We do this by placing ChiP-8eq sequence data on a reference
genome and then looking for peaks within the data. Each peak
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Service

Description

identified is a potential binding site, which may be important for
requlating genes, and hence may be involved in human disease or
clant growth,

We recently camrried out a project for & major pharmaceutical
company working on héart disease. By mapping DNA sequence
reads that had already been enriched on the basis of interaction
with DNA binding proteins it was possible to identify ChiP peaks.
Ezch peak is a potential binding site that ¢could be targeted for
development of new cardiovascular drugs.

De-novo
assemhly

We offer assembly services for genomes of organisms that have
been sequenced for the firsl time, in other words a reference
genome for the organism is not avaitable. De-novo genome
assembly is perhaps the most complex bioinformatics process and
invlves very significant machine resources in terms of customised
bisinformatics pipelines and softwara algorithms.

The larger the genome Lhe more complex and time consuming is
the process of de-novo assembly. A genome the size of the human
genome ¢an take months of computations to assemble.

We have completed numeraus de-novo assembly projects for virus,
bacteria, yeast and plant genomes. We have successfully
completed the world's largest genome assembly project based only
on next generation sequence reads.

MicroRNA
analysis

| We offer analyses that invalve aligning and matching rmicroRNA
sequences with genes to determine the interaction betwesn
microRNA and genes. This can give clues to how genes are
regulated and how they may be involved in different diseassas in
plants and animals. MicroRNAs are also thought to be invelved in
growth requlation in ptants.

We have recently completed a project in which microRNAs from
wheat were analysed. The analysis focused on looking at the
differences between microRNAs bheing expressed in wheal
samples with different yvields. This research may help identify which
genes and factors may be involved in contributing to increased
preduction of wheat.

Mutation
analysis and
structural
variation
analysis

We offer analyses of DMNA mutations, which are essentially
differences between a reference or known genome or
transcriptome and a newly sequenced sample.

We offer analyses of two major classes of DNA mutations, small
and large-scale. Small-scale mutations include SNPs, as well as
- single base insertions and deletions. Large-scale mulations are
termed “structural variations™ and include delelions, inversions,
insertions and translocations of up to millions of bass pairs of DNA,

We have done extensive research on being able to accurately
identify disease-inked structural varistions. Some translocations
actually result in fusions of previously distal genes. Some of these
gena fusions resull in completsly novel genes being made, which
go on to have delelarious functions. \n a recent cancer shudy, we
identifiad seven [7) fusion genes that are candidate markers for
cancer.
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Service Description
Annotation We offer annotation sgervices, which involve identifying and
services assigning functions o regions of DNA such as genes, promoters,

splice varianls and other functional domains.

We have completed the annolation of numerous microorganisms,
ptanls a2nd human genomes. COne recent example involved the
sequenging and annotation of a completely novel microorganism
discovered in the Antarctic. This genome was analysed using threg
{3} different algorithms to identify genes and proteins, which were
then compared to other micrcorganisms in order o validate the
results, Some of these genes and proleing have potential
downstream applications as antibintics.

Human Leveraging on our previous experience with human genome
Genome projects, we have recenily made available 3 dedicated, rapid
Bioinformatics | urnarcund, comprehensive bicinformatics analysis service for
Service human genomes. This service includes the pre-processing and

mapping of vp to 30X {90Gbp) of sequence data generated from
eilher an lllumina, Complete Genomics or SOLID seguencing
platform. This is followed by the identification and ranking of CHVs,
ENPs and indels.

Using our cutting-edge software, optimised pipelines and the
knowledge of our team of expert bisinformaticians, we are able 1o
map, analyse and provide a report of high-gualily bioinformatics

results to custemers within seven (7} days of project
commengemnent.

Customers may request add-gn services at additipnal cost.
Examples of these additional services include the foliowing:-

= Structural variation detection and analysis;

+« Comparabive genomics and intersection analysis; ar

« De novo assembly of unmapped reads.

For aother types of analyses, we may modify our pipelines to include new saftware or
new processes to meet the cusiomer's requirements for the project. We have the
ability and capability to produce soffware in-house as cerain members of our staff
were griginally trained as soflware programmers. As such, these individuals have the
requisite knowledge to develop biginformatics soffware, develop and integrate
processes or thind party software for any pipeline if required. For example, our staff
have recently developed a new browser far viewing genomes. Nonetheless, in view
that we are a services company, the core focus is kept at providing services.

The typre of Contract Genomics Services that customers may request is extremely
broad and i1 may depend upon their industry, Some examples of services that we
may ba asked to provide ta customers in differenl industries are provided below,

Example of Contract Services for the Healthcare Sector

A pharmaceutical company conduciing diabetes research might have found that
certain individuals are more prone to developing secondary complications of diahetes
such as kidney dizease and blindness, whereas other individuals do not seem 1o
develop any complications despite having very simitar insulin profiles. We may be
contracted to conduct a genome-to-ognome comparison of the 3 hillion DNA bases of
each individual to identify genes or mutations that are unigee to the individual that
does nol develop symptoms. These genes or mutations could subsequently be
analysed further for use in the development of drugs for diabetics,
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Example of projects we have completed in the healthcare sector are multiple cancer
genome projects.

Example of Contract Services for the Food Crop Sector

An agricultural bictechnology company may be interested in developing new plant
straing that will enable crops to be grown in arid aress. We may be contracted to
conduct analyses that may help 1o identify the genes respansible for increasing
susceplibility or resistance to drought. Once identified these genes could be used in
the development of new plant straing that can be easily grown in areas of low rainfall
sych as deseris.

An example of a project we have completed in relalion to the food crop sector was
the oil palm genome project.

Example of Contract Services for the Iindustrial Secfor

A food manufacturer may be interested in improving the quality of their frozen foods
by ensuring they are free from ice crystals. We may be contracted to conduct
anaiyses of different plants to identify commonly occurring genes that may be
respensible for frost or freezing resistance. Once identified these traits could be used
by the customer to develop a new line of higher gquality frozen foods. Understanding
genomics can also contribute to the industrial sector by understanding how different
organisms such as bacteria generate different chemicals that may be used for various
purposes such as the production of biofuels.

An example of a project we have cornpleled in relation to the industrial sector was the
bacleria and yveast project.

THE REST OF THE PAGE IS INTENTIONALLY LEFT BLANK
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4.6.2.3 Contract Genomics Services Qperations

46.3

The general process flow below sets cut the work to be carried out on the cuslomer's
data.

With each projeci secured by us, a bioinformatics process Aow or “pipeling” i3 defined
and designed for the client, This process flow dictates how the sample is to be

extracled, sequenced, assembled or mapped, analysed, and finally presented to the
client,

Dur process flows are flexible and can easily adapt to the needs of our customers,

The Processes of Qur Contract Genomics Services

Biological Sample Process

LL

P
Sequencing Quality Control

| Process

h &

p

Bioinformatics Pipeline Process

Based on the client's requirements, we detail the skeps in lhe process flow as
illustrated above. In the Biological Sample Process, pure ONA or RNA is given 1o us
by the client. During the Sequencing Quality Control Process, the DNA sequencing
data is checked according to the guantity and parameters of the scope of work,
During the Bicinformatics Fipehne Process the sequenced data is mapped andfor
assembled using various software pipelines. At this stage, our biginformatics experts
will carry out the computational analysis required by biologists to extract meaningful
infermation from their data. Finally, there is often a tesling of discovered resuits using
alternative methods such as PCR.

Genomics Data Access Services

Cur online Genomics Data Access Services that is |ocated at www.mgrc.com.my
provides both an English and a Mandarin interface. The portal primarily serves to
provide bicinformatics applications services to the local and international life sciences
community.
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Since 1 January 2007, BiotechCorp commissioned us 1o provide our bioinformatics
applicalion gervices online for a period of five (5) years untll 31 December 2011. This
anline biginformatics resource has been made available for free o the public to
enhance lhe research, development and commercialisation activities and capabililies
for the Malaysian biotechnology communily, especially universities and research
inslilutes, and io promote Malaysia's bioinformatics capabilities on a worldwide basis.

We seek o ensure that our porlal provides users a comprehensive learning resource
and as such, we have built in a wealth of up-to-date information on next generation
sequencing, genomics research and general bicinformatics research findings.
Monthly newsletters and application notes furnish users wilh recent research and
academic breaklhroughs, as well as highlighting commercial issues and trends
related 1o bioinformatics.

Another key feature of our poral is the Student's Corner, an onling forum that
gnables our users 1o inleract with one another, and with our team. Specifically,
gontent is taraeted for undergraduates and students.

Our tearn also undertakes software modification to ensure optimal performance of the
biginformatics software in an online environment.

As one of only 2 few such Internet portals on biginfarmatics wordwide, we hape that
our portal promoies the imporance of this science, while also promoting the
availakility of pur Contract Genomics Services in Malaysia and overseas.

THE REST OF THE PAGE IS INTENTIONALLY LEFT BLANK
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Success of our Portal
Between 1 January 2010 1o 31 July 2010, a third party Iraffic inlernet monitoring
senvice recorded 65,523 visils lo our portal compared {o 47,070 visits recorded in the
same severn-month period of 2009 which represents an increase of 39.2%.
A graphical representalion of the raffic distribution for the 1op ten {10} countries as at
31 July 2010 is depicted below:-
Distribution of Visitor Traffic Across Top 10 Countries
15%
Indonesia
1%
38%
Singapore Malaysia
1%
United Kingdam
1%
Pakistan
1%
Fhilippines
3%
United States
525
13% China
17%
(Source: Management of MGRC)
As set oul above, our portal is accessed worldwide, This is important as it puts us and
talaysia on the world map in the bioinformatics indusiry, Further, this provides vital
visibifily to the world on the services that we offer.
THE REST OF THE PAGE 15 INTENTIONALLY LEFT BLANK
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4.6.3.1

A Screenshot of Gur Portal
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Genomics Data Access Services Operations

Qur partal is meart for public use and we diligently ensure that the site is easy to usae,
Our portal hosts our online sequence analysis locls, as well as information and
events about biginformatics that may be of interast to our portal users,

Our content is managed and meonitored by our applications development team
comprising three (3) employees, while the availability and stabilily of the site is
managed by our operations team comprising two (2} emplovees. Both teams
constantly monitor and improve our portal by updating the conlent such a8 video
lectures and articles, and upgrade the pedormance of applications and tools. Online
traffic to the site is rmonitored to Wentify content that is popular among our portal
users. Information on popular items, such as genomics news on the HiN1 virus
would be updated on a weekly or monthly basis.

The qualily of the analysis tools on our portal also undergoes rigorous quality
assurance and quality control checks to ensure our portal users receive an optimal
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level of online service and experience. For further details on our quality processes,
please refer 1o Section 4.11 of this Prospectus.

How ta Use Qur Bioinformatics Applications Services via our Portal

To illustrate how our onling tools could be used in an everyday application, we take
the follawing example. A physician wanting to check for dengue already has options
for blood diagnostics such as checking for the presence of the virus or wvirus
anlibadies in the blond. However, this analysis can take time. A medical diagnostics
company may want to develop a rapid test kit for dengue, which would contain a
unigue sigrature (also called a probe) to identify the virus. By using such a kit
physicians may quickly test for the presence ¢f the unique dengue trait in a patignt's
blood sample and immediately administer the course of treatment for faster
recuperation.

To identify a suilahle probe the medical diagnestics company could start with running
some simple analyses using our onlfing bioinformatics applications. Three steps, as
outlined below, need to be carried out to compare some sample sequenced data with
our online tocls to quickly and easily carry out a diaonostic probe to identify any given
sub-type of dengue virus.

Three Steps to Carry Out a Diagnostic Probe

Step 1: The complete genome from the sample is searched against a database
containtng the complets genome sequences of all known viruses.
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Step 2: The application identifies a short DNA sequence (highlighted below) or proba
that could be used as a diagnostic for Dengue virus type 2.
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Step 2. Ancther application is then used to verffy the uniqueness of the probe. In
other words, does the probe pick up any other viruses giher than Dengue? If the
answer is yes, then the result would be usealess as the tesl would give false posilive
results during a test on a patient. But as can be seen below, at .0 there is only 1 hit,
which is Dengue virus type 2,

Even with ane or two changes to the probs sequence, no other virlis is matched,
Hence this is a very good probe that could be developed into a diagnostic kit for
Dengue virus type 2, as il cnly delecis this wirus, and no other virus, It is highly
specific.

This confirms that the patient is infected with the virus, and the appropriate treatment
for the Dengue virus type 2 can be prescribed.
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4.6.4

Capital Expenditure and Divesture

Save as disclosed below, weg have not incurred any other capital expenditure and
divestiture (including intangible assets), during the last threa (3) audited FYEs 31 May
2007 to 2008, latest audiled FPE 31 March 2010 and as at Latest Fracticable Date to
the date of this Prospecius:-

FYE31 | FYE31 | FYE M FPE 39 | From 1
May May May March  April 2090
2007 2008 2065 2010 to 31 July
2010
REW'000 | RM'000 | RM'QGD RM"0O00 RM’000
Compuler hardwarg and 31 118 113 53 ¥
scftware
Devalopment servers angd - 150 109 237 a
laboratory couipment
Fumiture, fitlings and office 5 62 1 84 3
equipment
Rengvation and air-conditionars - 139 - 107 -
Books and logo - 1 - 2 -
Modor vehicle - 129 - - ;
Sub-total 56 E08 221 463 43 |
Intangible assets — softwara - - 541 - -
licences
| R
Tatal | 58 | 608 | 6,654 463 | 43

Historically, our capital expenditure consists mainly of somputer hardware including
servars used in our operations. The majority of our servers, which are listed in
Section 4.15.2 of this Prospectus, were purchasead prior to FYE 31 May 2007.

The increase in capital expenditure in FYE 31 May 2008 was for the purchase of a
motor vehicle that we use to transport staff and equipment lo workshops and other
avents that we conduct away from our office. Buring the same period we also
incurrad expenses involved in renovaiions and set-up of a laboratory with attached
meaeting rooms.

The increase in capital expenditure for FYE 31 May 2008 was due to the purchase of
bioinformatics software licenses pursuant to the Software License Agreament, further
detaills of which are set out in Section 4.19 of this Prospectus, These software
applications, which are listed in Section 4.15.2 of this Prospectus, along with the
servers are used to provide both our Conlract Genamics Services and our Genomics
Bata Access Services.

All of the above capital expenditures were financed Lhrough internal funding except
for the motor vehicle which was purchased through hire purchase.

THE REST OF THE PAGE IS INTENTIONALLY LEFT BLANK ]
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PRINCIPAL MARKETS FOR OUR SERVICES

Principally, we operate from Malaysia and our current level of export revenue is about 7.15%
as at FFE 31 March 2010, We expect that our revenue generated overseas will gradually
increase. Set cut below is the segmental breakdown of the principal markets of our services:-

< Reslated * > Audited
< FYE 31 May — > FPE 31 March
2007 2008 2009 2010

Revenue RM'000 % | RM'0QD | % | RM'000 % | RM'000 %

"Malayafa 2000 | 9935 | 6023 0732 | 17023 | G881 13277 | U285
Australla 13 {165 . - 18 0.10 - -
Unied States - . 166 268 15 0.09 1,023 715
Total 2012 | 1000 6,189 | 1000 | 17,056 100.0 14,300 | 100.0

Noio:-
*  Resiated hased on audited accounls for ihe relevan! vears. Please refer lo Section 4 of the
Accountants’ Report in Section 12 of this Prospectos for details of the adjusiments.

Through the provision of various services as set out in Section 4.6 of this Prospectus, we
have generated revenue amounting to approximately RM17.06 million for the FYE 31 May
2009 and approximately RM14.3 million for the ten {10) month FPE 31 March 2010.

Cur revenue, segregated by the categories of services for the FYE 39 May 2009 and the ten
{10 manth FPE 21 March 2010 are set out below:-

FYE 231 May 2009 % Ten {1} month %
FPE 31 March
2010

RM™ 000 RM000

Contract Genomics Services 12,266 7186 0,300 7203
Genomics Data Access Services 4.800 28.14 4,000 27.97
Total 17,056 +H00.00 14,300 100.00

Revenue categaries

TYPES, SOURCES AND AVAILABILITY OF RESOURCES

The resources used for carrying out our bipinformatics analysis services can be splil into
ihree (3) core areas:

{i) Laboratory equipment and hardware to camy out DNA pusitfication;

{iiy Computer equipment and software pipelines to carry out data processing, analysis
and visualisalion; and

(i} Highly-skilled personne! to carry out the steps involved in providing computational
analysis services.
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4.5

OUR COMPETITIVE ADVANTAGE

Like other dedicated specialists, we are unique and different from olher service providers due
to the following factors:-

(i

{ii)

(iif}

Adaptable

We began as a provider of bioinformatics applications services using cur Genomics
Data Access Service, We then moved into the space of Contract Genomics Services.
While we currenily carry out our genome seguencing off-site i.e. sending the data o
third party sequencing providers 1o be sequenced, wa intend to extend our contract
services to inclede on-site sequencing by purchasing sequencing machines. This will
allow uz {o both reduce our project overheads, yet incréease the speed wilth which we
generate the sequenced data required for assembly and analysis. in the FYE 2008,
FYE 2009 and FPE 2010, we have worked with a variety of sequencing service
providers, namely 454 Life Sciences, Geneworks Ply Ltd and Veredus Laboratories.

Cur evolution in this market is a demonstration of qur adaptability to evolve to mesat
client needs in the bioinformatics space. This ability to adapt according to the marked
has coniributed to our tremendous growth in the [ast three {3) vears.

First-moever Advantage

The field of DNA sequencing and analysis has undergone enormous change in the
last five (%) years. What was considered to be a highly specialised, low-end
technology is now considered to be the fastest growing and most innovative figld in
biology. This transformation has occurmed due to the advent of so-called “rnext-
peneration DNA sequencing” ("NGS™) refering to both second and third generation
sequencing machings. This has led {o a 9,000-fold increase in the amount of dala
that can be generated in a given time and cost. The complexity of the dala analysis
has alse increased. Taking all these factors together resulis in a large and highly
complex data set that is challenging to analyse and manage.

We were one of the firsl companies in the werld 1o work with NGS dala as a result of
close collaboration with leading imernational genome centres as well as
manufacturers of NGS machines. As mentioned in Section 4.1.2 of this Prospectus, in
view of our close relationship with the developers, as and when thera are any new
DNA sequencing machines avalable, we request andfor have been requested to test
samples of data output. This tesling is a form of concurrence that the data output by
lhe machines is ‘usable’. To date we have successfully completed NGS data analysis
projects across major expermental types including de-nove assembling, as well as
carying out analysis on major lypes of organisms. This know-how is a key
compoanent of our compelilive advantage.

Bicinformatics Expettise

The primary reason {o study genomes js to identify mutations in the ONA, It is crilical
that mulations are identiied correclly without false positives and identified with a high
degree of conlidence to reduce time and resources being wasted on erroneous dala
in the research. We have a weallth of application expertise and knowledge to remowve
erronenus data and also to identify mutations.

When carrying aut de-nove assembly, the client requires that the dala is assembled
usefully, as measured on three {3} key metrics, namely the length of the gename, the
numbetr of genome pieces examined, and the widest breadth of coverage that is
analysed on the genome. A demonstration of our technical experiss in this area is
the de-novo assembly of the oil palm genome where we successfully assembled the
1.8 bilion base pair oil palm genome from 60 billion base pairs of DNA sequence
reads.
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BEeing able o manage the complexity and volume of the data by itself creates a very
high barrier to entry. We have gained detailed know-how and established
methodologies for the management and anatysis of very large volumes, including
those from NGS data. Hence the first cornpetitive advantage results from first-mover
status and know-how of NGS data managememt and analysis. Secondly &
compelilive advantage has been gained by the unique integration of best of breed
software, algorithms and slatistical appreaches. This is comprised of a mixure of
softwarg {rom Synamatlix, third party software, and statistical methods and rules
developed at our Campany.

These process flows ars confidential and offer highly sensitive and rapid analysis of
NGS data. Their unique design and composition combined with know-how and
experience gives us a significant competitive advantage ower other players in the
market.

We have sigonificant experlise in genome assembly and annotation. This can bg
lsveraged {0 genarate high guality, assembled and functionally annotaled genames
from key arganiams. As high qualily, productive geneme assembly and downstream
functional annatation are technically demanding, we hope to fudher carve out a
compelilive advantage in this fiefd due to the high barrier to entry,

TECHROLOGY

We utilise the fallowing key lechnologies as part of our overall business operations which can
be split into three (3) main sections:-

{i)

(i}

{iti}

Molecular biolooy laberatory eguipment — fhis is a collection of basic iaboratory
equipment and consumables used for extraction of DMA from various organisms and
preparation of DNA samples for sequancing. Key technologies that are used in these
processes include;

Column-based DMA, filration;
Certrifugation;

FCR,

Reversa transcriptase PCR;

DMA agarose gel electrophoresis,
Mebulisation; and

Sanication.

When required, we may outsource our DNA extraction requirements.

Computer hardware — running of bicinformatics pipelines using state of the art, 64-bit
processor computer servers.

Computer software — various software for running various bicinformatics analyses
such as the following:

Software Mame Software Funetion
o Developer
SynaBASE Synamatix A network dalabase plaiform lo manage and
process genetic data in a network database
* SymaBlasl Syhamatix Searches for sequence alignments
SynaSearch Synamatix Searches for sequence aignments in refation
to prolgin and nucleotide sequence {web-
based)
SynaCompare Synamatix Compargs baclerial and viral gemomes
SynaRex Synamatix Identifies motifs using regular expressions
SynaProbe Synamalix Dezigning microamay probes
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Software Name Software Function
Develaper
SynaHybridise Synamatix - Searches a database for possible binding
siles to a shon cligo-nuclectidey
- Werifies microamay protes
SynaTale Synamatix Annctate genes and proleins
FGenaSH Softbarry [nc Annotale genes and prolaing
Repbase Genelic Informalion | Annotate genes and proleins
Research Inslitute
SynaTree Synamalix Generates and  provides  viewing  of
phylogenetic trees
SynaBlat Synamialig Maps genes io lhe human ganome, idenlifying
the exons
SynaMer Synamatix - Removes sequence artifacts
- Assembles sequences
Synalline Synamatix Mines query sequences against patterns
stred in @ SypaBASE W identify potentially
conserved patlems
SXOlgoSearch Synamzalix Aligns short cligonuclealide seguences agains
a set of sequences indexed using SynaBASE.
SynasearchBulk Synamalix & command Tine verslon of the web-based
SynaSearch, specifically usad for processing
. large amounts of dala
In addition we also use a variety of software including utility tools and system
maintenance applications to run our servers. Please rafer to Seclion 4.15.2 of this
Prospectus for further details.
411 QUALITY ASSURANCE AND CONTROL PROCEDURES

We have always emphasised on quality aspecls in providing our services, which cover a wide
range of activities crucial to the quslity of services delivered and data generaled.

We have specific quakly control procasses as follows -

{i) Cuality assurance and quality contra! for cur Contract Genomics Services:
{ii) Chuality contrel for our bicinformatics application services on our portal; and
i) Cuality contrel for our portal’s dala and hardware,

Further details of the above processes are sel aut in the ensuing sections.
4.11.1 Quality Assurance and Guality Control for Qur Contract Genomics Services

We ensure the gquality of our biginformatics processes by devoling initial stages {o
planning and designing of a pipeline that would meet the neads of the project.
Administrative steps are taken io ensure that the projecl is well documented and
results are pregented to the client for sign-off to confirm completion,

4.11.2 Quality Control for Our Bioinformatics Application Services on our Partal

A set of aclivities is designed to ensure that the moedification and maintenance
process is adequate to ensure each bioinformatics application will meet its objectives,
We devise the functional specification for each apphcation/module according to lhe
objectives and requiremants from the management team. The application/module is
modified according to the design specifications.

The activities are designed to evaluate the developed product range from funclional
and |nad testing through to usability, regression and finally acceptance testing.
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4.11.3 Quality Centrol for Our Portal Data and Hardware

Ag our services are highly dependent on lhe gptimal functioning of our equipment, we
take steps to ensure ali our hardware and software are performing optimally via
network monitoring systems. Additionally, since cur services are heavily reliant on the
integrity of our data, we ensure that our data is archived where necessary and we
ensure back-ups of all our information are made in case of any |osses due to any
technical failures in our equipment. All critical databases are backed up on a timely-
basis and stored in multiple locations offsite. In the event of a disaster, recavery can
be done from the archived data, We are also committed to 89% uptime for qur online
partal services and this is done via the offsite web server stored at JARING facilities,

We use a system of portable USE disks, DVDs, Internet Small Computer System
Interface (ISCS1) Slerage which is a network slorage protocal to send data aver 1P
netwarks, and Divecl Attached Slorage (DAS) where dala is directly connected and
stared 10 a server.

MARKETING

We are a global bininformatics player. We intend to expand our existing customer base in
Malaysia, United States and Auslralia, as well as sourge customers in new regions such as
ihe Middle Easl, Europe and the rest of Asia.

To date, we have substantially carried oul our marketing efforl in conjunction with our helding
company Synamalix, through cross-selling and joint markeling with Synamatix when it carries
out its marketing campaigns al inlernational conferences abroad, through bictechnology
magazine advertising, on-ling campaigns and so on. Nongtheless, we also have our own
sales and marketing effarts under cur own MGRC brand name.,

Maoving forward, we will continue markating our services directly andfar cross-selling and joinl
marketing with Synamatix through leveraging on Synamalix's more established brand name,
where such circumslances benefit MGRC. We will also continug marketing our services
through our portal, through workshops at Iocal institutions of learning, as well ag by marketing
directly lo local and foreign organisalipns such as research institutions, pharmaceutical
companies, agriculture biotechnology companies, industrial and energy-focused companies.
We use our poral and workshops as a channel for us {0 reach out to the public, to create a
greater awareness about cur services, and to create oppeorunities for us to search for and
recruit talent in 1he future. We will increasingly promote our bicinformatics procegs know-how
and firsthand knowledge in carrying out vartous genomic analyses both locally and abroad.

4.12.1 Description of Marketing Strategy
e markeling strategy has the following objectives:-
{i] lo increase ihe number of leads for our bioinformatics services; and

{ii} lo increase usage of the our portal fwww.mgre.com.my) thereby increaszing
awarenass of our SEWiEES.

Our marketing is targeted at two {2} main audience groups, namely existing users of
bioinformatics such as scientists and research instilutions, and people who are not
currently users of bicinfarmalics But who will require such services in Ihe fulure:

{al Faor existing users, we market our Conlract Genamics Services as well as our
set of free online bivinformalics tools; and

{b} For non-users, we intend for them to be exposed to and be more aware of
the imporance of bioinformatics and how it can be applied in wvarious
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induslries such as healthcare and pharmaceuticals, food and beverage
marnufacturing, and so on.

We use the following marketing strategies to réach our polential Slierits.

(1)

(2)

()

(4)

Conferences

We regularly paricipate in oral presenlations and boolh exhibitions at [ocal
and international conferences. Major international conferences that we have
participated in include the annual BIO Inlernational Convention in the United
Siates, the annual Intarnational Comference on Intelligent Systems for
Molecular Biology held in various locations, and the annual BioMalaysia
evenl in Malaysia, We are also regularly invited 1o present lectures at
biotechnology related events.

Advertising and Media Campaign

+ We usze online advertisements, e-mails updates, blogs, e-lectures, and
news|etters o drive prospective customers ta our partal, from where they
can reaqd about our services or request forther information. We have
published press releases, and conducled interviews for TV shows and
magazines,

» We organise an Eminent Speaker Series with researchers from well-
known internalipnal inslilutions and universities being invited to give a
lecture in Malaysia. Each event is well altended by a cross-section of the
bictechnology industry in Malaysia, including scientists, researchers,
investors, various Government agencies and sludents; and

« We mainlain an online community and broadcast our portal and activities
on social media such as Facebook and Twitter.

Workshops

We regularly carry out bininformatics workshops at locai inslilutions and
universities to  provide padicipants some basic  information  about
bioinfarmatics and genomics, to demonstrate how DNA is extracled in a
laboratory selting, as well as to explain ko studenis and researchers how our
iools can be used for DMA sequencing amalysis, or more complex
bwinformatics applicatiaons.

Business Relations

We use a broad sel of tactics and strategies for identifying and developing
sales opportunilies. Our staff makes regular intermational business trips to
attend conférences and to meet new prospects as well as to interact with
existing customers. Qur participations al leading international genomics and
Bioinformatics conferences give us an opportonily to present and network
with a high-quality international audience many of whom are leaders in this
exciting fiedd of genomics research and discovery.

Mew customers have been identified ag a result of direct contact or referral
from existing contacts. In fact the project wilh Brigham and Women's
Hospital, a leaching affiliate of Harvard, was initialed following a refarral from
a genome institute in the United States. We also have strong informal
business relationships with DMA sequencing service providers such a3
Nlumina Inc and 454 Life Sciences.
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413 CYCLICAL NATURE OF THE BUSINESS
Generally, we are nol affected by cyelical or seasonat demand conditions.
414 BRAND NAME, PATENTS, TRADE MARKS, LICENCES, TECHHICAL ASSISTANCE

AGREEMENTS, FRANCHISES AND OTHER INTELLECTUAL PROPERTY RIGHTS

As at the Latesl Practicable Date, we have no registered trade marks but have applied to
register the following trade mark with (he Malaysian Intellectual Propery Office (MyIPO):-

and firmware, computer services
far life science research,
dissemination of information in the
field of life =sciences, providing
technical, professional consultancy
and computer support relating to
bivinformatics’ services

Application . . Application Expiry
‘ Trademark No.] {Class) List of Goods and Services Date Date
‘ 42 Design and development services 6 Qotober -
for computer software, hardware 2008

The trademark application above is still on-going.

Any copyrighl arising from software programs andfor processes developed in-house shall vest

with us on crealton,

Pursuant o the Software Licence Agreement entered into with Synamalix, we are entitled 1o
use all unregistered and registered trade marks of Synamatix in connection wilh the business
of cur Company. For further details on lhe Software Licence Agreement, please refer to
Sections 4.19(1) and 10.1{ii) of this Prospectus.

THE REST OF THE PAGE I5 INTENTIONALLY LEFT BLANK
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415

RESEARCH AND DEVELOPMENT

4151 RAD Policies

We understand that R&D is an integral part of our business to ensure that we develop
tha best pipeling solutions for our clisnts, Wae recognize thal in order to remain as a
relevant and efficient bioinformatics service provider, our tools must match the needs
of our clients, and ocur tools must be compatble wilh the data produced by the
nuUmerous sequencing machines available in the markel.

The needs of our clients determine the scope of bivinformatics services that we need

to research, develop, and maintain. Qur RAD cycle for the conlinued improvement
and development of our new applicalions iz illustrated hefow,

Qur RED Cycle

Suctosshul RERD outputs arc
-~ puk Gnling or incleded

biginformatics suite 4
rExizlung suite of bitdnlorinatis
applicaticns +Mew apphcation sbbained d =M 2ppisCatenny 335ELN [Or
»Ealsting canlent on Lloknfar matics MELRsLany B mae ¢livnt and usglulnezs and s uitakility for onlene
PGl LLPRIEF FeguUal srimls wurial
aPeriormenoe on MG REL hardware = Mew tonlent prepared lor uphadsng *Hardware and soflware aptirmizauon
and oliveare suoniloned Areording bo yser ek vigur caritd ul
*HAarMware arad d01Twedr & O Limisatesdn
siepa planncd da smprowes
Requirenents from cantract k"""f“""ﬂ"“'
clienks, sergQuirncing - Ripzal BESRD procass

suppliers, and oofing users

N

AR oy

In 1he illustration, the first box indicales how we compare our capabilities with 1he
clieri or user requirements. The needs of our clients are cantinuously montored and
assezzed in both our Contract Genomics Services as well as Genomics Dala Access
Services, We algo monitor our hardware and software to ensure thal we can offer our
services lo customers at an optimal level,

The middle box in our RAD cycle shows how we develop new capabililies to meet the
needs of our clienls. In the case of Contract Genomics Services, clients that require a
new type of bioinformatics tool will kick-start a project-specific process with us to
carry out the necessary R&D to develop and add this capability to our suite and meet
the needs of the client.

We zlso carry out non-project specific RAD io continuously improve our analysis
capabilities and services. This is mainly to improve existing analysis pipelines for data
generated from the NG5S machines, and is usually based on the latest research
directions identified in publications. We direct sur R&D to keep up with our suppliers
and end-user clients by monitoring bininformatics applications in lhe community and
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4.15.2

by mairtaining relationships with sequencing machine manufacturers so that our
bicinformatics capabilities are always up-to-date and relevant to the market.

In the case of our Genomics Data Access Services, the behaviour of visitors to our
bioinformatics portal is monitored to determine which databases and features are
popular on the site. More popular databases are kept as updated as necessary to
ensure that online users will always learn something new each time they visit our
partal.

The third box shows how we assess which of our teols and capabilities we would
keep and continue to develop for our clients. For exarnple, if we find that a particular
toql for cur Contract Genpmics Services is very useful and suitable for our gnline
clients, then we may publish this togl in our Genomics Data Access Services.
Likewige, pur hardware and software are confinuously monitored, and ways 1o
improve their performance are developed to allow us to conlinuously take steps 1o
oplimize our services, Remedies to comect underperformance are planned and
implemented to ensure that our services are nol compromised by technical issues,

Once all these three (3} sieps are complete, we repeal the process again to allow us
to continuously improve the ways we serve our clients.

Facilities and Equipment

Our RAD facilities cocupy approximately 2,024 sq ft with approximately 1,000 sq ft of
this space used for 2 laboratory and planned seguencing centre in Kuala Lumpur,
Malaysia.

The core equipment we currently utilise for our operations and R&D falls into two {2}
main categories:

1. Laboratory Equipment

(i1 DMNA gel electrophoresis lanks;

{iil DMA gel electrophoresis power packs,
{iii) Low-speed micre centrifuge;

{iv] Freezers and refrigerators,;

{v] DMA purification columns; and

{vi) Slandard consumables.

Tha plan for the laboratory is 1o have two (2) sequencing machines. The first
machine will be a high throughput, short read machine capable of generating
approximately 30 gigabases of sequence data per day The second machine is
for long reads which are easier to assemble, however, more costly 1o generale,
and will be capable of generaling approximately 100 megabases of sequence
data per day. Typically the first machine would be used for seguencing large
genomes, whereas the second machine would be used for sequencing small
genomes such as viruses, bacteria and franscriptomnes.

2. Computer Hardware and Software

Computer Hardware

Apart from the porlal facilities at JARING which comprises of six (5] Kanium
systems, the other computer systems are ulilised in high throughput genomics
assembly and analysis,
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Detlovo assembly of genomes can be broken into three (3] classes:

(i} WViruses — usually require assembly of up to 10 megabases of DNA data, and
are fypically run an a small server e.g. 8 gigabyte RAM and dual CPUs, and
lake a day to complete,

(il Bacteria — usually require assembiy of up to 1 gigabase of DNA dala, and are
typically run on a medium sized server e.g. Dell Power Edge 1850 or
SunkFireX2270, requiring 24 gigabyte RAM and a Quadeore CPU, and take
between ane {1} to wo (2} weeks to complete.

{ili] Evkaryotes {e.g. plants/mammals) — usually require assembiy of up to 300
gigabases of DNA data, and are run on a large server of up to 128 gigabyte
RAM and 4 Quadcore {16CPLU's) e.g. Sunfire X4440, and can take up to
three (3] months to complete.

Transcriptome Assembly and Analysis

Typically a transcriplome analysis inwoives the assembly and analysis of 1
gigabase of franscriptome data, These are run on a medium sized server
requiring 24 gigabases RAM and 2 Quadcore CPU such as Dell Power Edge
1960 or SunFireX2270, requiring Up to a week {0 process.

Genome Mapping

Thiz involves mapping of sequenced reads g a reference genome {e.g. for
cancer analysisimarker discovery). Typically a large server system is required for
this analysis {up to 128 gigabyies of RAM and 4Quadcore CPUs}. Al the moment
we have the ability on each of our large servers i.e. bwo (2) units of Sun X4444 to
map and process up ta 80 gigabase of shorl reads in a 24-hour period.

Sofhwars

The section below describes the system requirements {ools to be installed for
each of the web server, application server, gerver factory and SynaBASE server
environments for our operations. |n addition, all of the following servers use Red
Hat Enterprise Linux OS5, which is licensed from Eed Hal Inc.

Software External Party

Web Server

Java Development Kit ' S3un Microsysterns, ne, under the GNP General Public
- JEWC 1.4.2 ar later License (GPL)

NetBeans IDE Sun Microsystems, Inc, GNU Lesser General Public License
varsion Z[LGPLYGNL General Public Licensc warsion 2
{GPL)

Java & Java Applel Surr Microsystems, Inc, under the GNU General Public
Liccnse {GPL)

JavaSerwer pages and | Sun Microsystems, Inc, under the GHNU Generl Public
Java Servicl Ligense [GPL)

HTML & CE5 The Worid Wide Web Consorlium (W3C)

Java Seript Sun Microsystems, Inc, under license for technology inventad
and implemented by Welscape Communications and currenl
enbilies such as Lhe Mozilla Foundation.

Apache Tomcat, Struls | The Apache Software Foundalion, licensed under the Apache
& JMeter License, Version 2.0
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Software

Externzl Party

Application Server &
Server Factory

Java Development Kil
- JOK 1.4.2 qrlaler
Eclipse IDE

MetBeans IDE

Sun Microsystems, Inc,
License (GPL)

The Echpse Foundalion, licensed under the Echpse Public
License {EFL)

un Microsyslems, GNU Lesser General Public License
version 2 1(LGPLYGMU General Public License version 2
[GPL)

under Lhe GMU General Public

Java

Java Remole Melhod
Invocation {RMI)
Java MNalive Interface

Sun Microsyslems, ing, under the GML General Public
License (GFL)
Sun Microsyslems, Ing, under the GNLY Genermal Public
License (GPL)
Sun Microsyslems, Ing, under the GHLY Gengral Public

(UMY License (GPL)

SynaBASE APl and

Server

Eclipse IDE The Eclipse Foundation, licensed under the Eclipse Public

" NelBeans IDE

GNU GCC 344 or

Licensa (EPL)

Sun Microsystems, Inc, GNU Lesser General Public License
viarsion 2, 1(LGPLIMGNY General Public License version 2
{GPL)

Free Sofiware Foundation, Ing

lalar
Xerces as C++ XML The Apache Soiftware Foundation, licensed under the Apache
Farser License, Yersion 2.0

Server List

The current hardware configuration for the above is reprasentad by Lhe following:-

Mo | Details Specifications Total
HF ltanium 2x3000G8 HDD, 2x1.5GHz Processors, 5458 RAM
4640 2x146GE HOD, 2x1.5GHz Processor, B4GE RAM
HF Lamium 4x1465GB HOD, 2x1,5GHz Processors, 64GE of RAM
o670 216G and 2x146G HD, 4x1.3GHz Processars, B4GE of RAM 1
2x73AGE 2x300GEB HDD, 2x1 5GHz Processar, 64GE RAM 1
] Crall Power- 2214668 SATA HDD, 1x2 5GHz Quad Core Processors, 24GE 1
Edge 1850 of RAM
4 Jarrz 1045 8x300GE SATA HDD, 2x1.8GHz Dual Core Frocessors, G4GE 1
ltanium RAM
5 Dell MD 8x1T8 SATA HDD, 7x1TB 3A3 HOD 1
30000 6x1TE SATA HDD, 6x1TE 545 HDOD 1
IFSAN
& Sun Fire 8514658 345 Hard Disk, 4x800MHz Quad Core Processcrs, 1
X4440 128GB of RAM
Opleron 8x3I00GE SAS HDD, 4x2 5GHz Quad Core Processors, 128GBE 1
RAM
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Ho. | Details Specifications Total

T Sun Ex1TE SATA HDD 1
Storage Ex1TB SATA HDD 1
Tek 2530

g Dl 2x146GB HOD, 1x3.6GHz Processor, 4GB RAM 3
PowertEdge 2%36GE HDD, 4x3 6GHz2 Frocessor, 4GB RAM 4
1850 1x36G8 1x300G HDD, 4x3.6GHz Processor, 4GB RaM 1

9 Defl Powear Z2x146GH HDD, 4x3.6GHz Processor, BGE RAM 3
Edge 2850 2x145G 1x300G HDD, 4x3.6GHz Processor, BGB RAM

10 Sun Fire 42500GE SATA HDD, 2x2 93GHz Processors, 24GE of RAM 1
X2270)

THE REST OF THE PAGE IS INTENTIONALLY LEFT BLANK
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4153

4.15.4

4.15.5

Human Resocurce Allocation

We do not have dedicated R&D staff as a1l cur technical employees participale in and
conlribute to the RAD of pipeline tools and their applications. The development of
new services is directed by our Key Management Employee.

Service Development Plan

Our overall R&D plan in the next few years will be to focus on lwao (2) areas, the first
being the sequencing service, and the second being proprietary dalabanks under
Genomics Dala Access Services.

To develop our sequencing service, we will need to ensure thal we are able 1o
conduct |he sample preparation and pre-sequencing quality checks that are currently
conducted by customers and our sequence service partners. We may alse need o
expand our process to accommodate the lechnical requirements of 1he sequencing
machines we eveniually purchaze.

We will work fowards building oenomic databarks from selected oroanisms, This will
involve researching and developing the most efficient DNA extraction methods, as
well as developing optimal sequencing and assembly methods that allow us fo
cataleg the complete genomic information from these organisms that we can then
offer to customers in various induslries.

Our RA&D Expenses

Historically, our RED activities are carried out concurrendly with the projects that we
undertock with our clients as opposed to undertaking isolaled R&D activities. In view
thereof, we do not separalely recognize such R&D cosls associatéd with the projects
which include salary of personnel, consumables and olher costs as these R&D costs
are incurred in 1he course of undertaking a revenue generaling praject. Accordingly,
we did not incur separate R&D expenses in the past,

As mentioned above, R&D activities undertaken are implemenled by our project team
alorg with our on-going projects as part of either to improve oue services andfor
incorporate clients” needs, Consequently, the cutcomes of our R&D on project basis
will be allached o our fulure process pipelines or porlals for the henefit of our
customers withoul any additional R&D costs,

Durimg the past three (3} FYEs up lo FYE 31 May 2009 and (he ter (10}-manth FPE
31 March 2010, we have nol capitalised any R&D expenses,

With the intended development of our proprietary genome dalabanks, we are likely to
incur R&D expenditure on Ihe saurcing and extraction of DNA from specimans or
samples for the purposss of sequencing, assembly and addition to the dalabank.

APPROVALS, MAJOR LICENCES AND PERMITS

We were granted BioMNexus Status te conduct the qualifying activities of "bisinformatics and
its related services”™ ("Qualifying Activities”) wilh effect from 23 July 2007 by the MoF in
concurrence with the recommendation made by BiotechCorp.

As a BioNexus Stalus Company., we were approved by the MoF for examplion from the
payment of income tax in relalion to our business wilh regard ta lhe Qualifying Activities for a
peripd of ten {10) years commencing from 23 July 2007 pursuant to the Income Tax
{Exempticn) (Mo 17} Order 2007.
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4.18

4.19

Save as indicated above:-

i}

(i}

Qur business, the provision of bipinformatics services, is not governed by any specific
laws; and

We are not obliged fo obtain any licences, permits, approvals or authorizations in this
regard,

INTERRUPTIONS IN OPERATIONS DURING THE PAST TWELVE {12} MONTHS

We did not experience any disruption m business which had a significani efiect on our
operations during the past taralve {12} moenlhs preceding the Latest Practicable Date.

EXCEPTIONAL FACTORS AFFECTING THE BUSINESS

Save for the sk factors highlighted in Section 3 of this Prospectus, we do not foresee any
exceptional factors which may affect our business.

BUSINESS PARTHERSHIPS AND AGREEMENTS

Save as disclosed below, as at Latest Practicable Date, we have not entered intc any
agreemenl of which we are highly dependent upan for our operalions.

(1)

Software Licence Agreement

Software Licence Agresment dated 14 March 2005 between Synamatix as licensor
and our Company as licenses as amended by a Supplemental Software Licencs
Agreement dated 1 March 2007 and & second Supplemental Software Licence
Agreement dated 5 February 2010 for the perpetual commergial license to use certain
specified computer programs developed by Synamatix as well as all registered and
unregistered trade marks of Synamatix. The said agreement also grants us a right of
firsl refusal to use the computer programs hereafter developed by Synamatix for
commercial use. The licence is to be exclusive for as long as we pay the
maintenance fee thereunder.

Under the initial Softerare License Agreement, Synamatix grants to MGRC & licence
to use the computer programs SynaAPl, SynaBASE as well as the following series of
bioinformatics applications developed by Synamatix (“SynaSuite Modules™ to
access SynaBASE by interfacing with it via SynaAPl:-

{i} SynaBuild;

{ii) SynaCompare;
{iif) SynaMine;

{iv) SynaProbe;

{¥) SynaRex;

fwi) SynaSearch.

{the *‘Licensed Programs” which together with the Program Documentation, program
data etc. are referred to as 'Licensed Program Materials™ for MGRGC's internal
business purposes (i.e. operations of MGRC in terms of business activities, academic
areas of study or particular project} for purposes of building MGRC's own genomic
database offering application service provider ("ASP™) services and valug added
services to ASP customers.
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Pursuant to clause 4.8 of ihe Software Licanse Agreement, in response to MGRC's
request, Synamatix developed and licensed o MGRC, additional applications (then
known as SynaSearch BULK and 5XQligeSearch] which were added to and form part
of the Licensed Programs.

For further details, please refer ko Section 10.1(ii} of thiz Prospectus
(2 Shared Services Agreement

A Shared Services Agreement between our Company and our ultimate helding
company, Mauramalix dated 5 February 2010 under which Neuramatix will provide 1o
andfor procure for our Company, company secretarial services, network management
senvices, accounling services, legal and intelleciual property services and
procuremenl services and will make available cerain premises for the use of our
Company’s business.

For further details, please refer 10 Section 10.1{ij of this Prospectus.

420 MAJOR CUSTOMERS AND SUPPLIERS
4.20.1 Major Customers

Our major customers (being those contributing more than 5% of revenue) for the pasi
three (3) FYEs up to 31 May 2009 and the ten {10} monlh FPE 31 March 2018 are as

follows:-
Percentage of Total Revenue
FYE 31 FYE ¥ FYE 31 Ten (10}
Mature of Length of May May May month FPE 31
Customar Name Sarvices Relationship 2007 2008 2009 March 2810
Total revenue
{RM '000) 2,013 €,189 17,056 14,308
Synamatix Contract 3 years - 22.44% | 71.66% 64.65%
Genomics
Services
BiolechCorp Genomics 3 ygars 09.35% TT.00% 28.14% 2787%
Dala Access
Services
Brigham and Conlracl 4 years * - - - 7.15%
Women's Hospital, Genomics
a leaching affiliate Services
of Harvard Medical
Srchool |

Nofe:
. Barween FYE 31 May 2007 1o FYE 21 May 2000, the services rendered 1o Brigham
and Women's Hospital were oulsourced {o us via Synamalix. Subsequently, beginming
FPE 31 March 2010, contragls were awarded direcify 10 us by Brigham and Women's
Hoszpital,

Synamalix, our helding company conlributed 22.44%, 71.66% and 64.65% of our
tatal revenus for FYE 31 May 2008, FYE 31 May 2002 and FFE 31 March 2010
respectively. The snd-custorners of the projecls underaken aver this period are third
parly enlilies. 1n FYE 21 May 2008, the end cuslomers were Sime, Brigham and
Women's Hospital, a teaching affiliate of Harvard Medical School and Universit]
Kebangsaan Malaysia. For both FYE 31 May 2009 and FPE 31 March 2010, the end
customer was Sime anly.
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Synamatix has been involved in the bioinformatics industry singe 2001, carrving out
research and development refaled to bisinformatics. It is an establishad player in the
biginformatics industry, with exposure and recognition within the global life sciences
community, On the other hand, we commenced business in 2004 and as such
leveraged on Synamatix's more established brand name by jointly marketing and
securing projects, e.0. Sime and Brigham and Women's Hospital in 2007 and 2008
respectively.

Historically, we have a synergislic relationship with Synamalix where lhe latter serves
as our marketing partner when approaching international clients. This allows us 1o
leverage the prior exposurg and reputation Synamastix has within the global [ife
scignces community. As Synamatix's principal area of business is software research
and development, it does not undertake bisinformalics analysis projects. Instead, it
outsourced all the bisinformatics analysis components to us.

With the completion of the project for Sime, which involved the sequencing, assembly
and analyses of the largest plant genome using data from only NGS machings, we
helieve we have proven our capabilities, wherein we had provided the assembly
services. The sequencing seérvices were outsourced directly by Synamatix to third
party sequencing providers, Our ability 1o directly engage Brigham and Women's
Hespital since beginning of FPE 31 March 2010 is a testament of cur capabilities.
Howewver, we will stil jointly market our services with Synamatix at leading
imlernational gengmics and biginformatics conferences where we will have an
opportunity to present o and network with a high-quality international audience many
of whom are leaders in this exciting field of gencmics research and discovery.

Cur relationship with BiotechCorp began on 1 January 2007 when thay
commissioned us lo provide higinformatics application services online for a period of
five (5) years ending 31 December 2011, While this was the single largest source of
revenus in FYEZ007 and FYEZ2008, iz share of tolal revenues comes second to
increasing revenuss from our Conlract Genomics Services. This is in line with our
expeciations and validates lhe strategic move to astablish our Contract Genomics
Services in anticipation of a growing demand for more in-depth bulk biginformatics
computalional analysis.

We do not consider ourselvas to be dependent on BiolechCorp as our core business
is and has been focused on cur Contract Genomics Services since then,

Notwilhstanding thig, and as mentioned in Sectian 4.12 of Lhis Frospeclus, the portal
is being utilised to carry out cur marketing services as a channel ko reach out to the
public, to create greater awareness abou! our services and (o create opportunities for
us to search for and recruit talent in the future. We believe in the intangible benefits of
these services and will endeavour to continue providing the servicas in its current
form following the expiry of cur service agreement with BictechCarp, by which slage
we expect to be ready to commence subscription services for our proprigtary genome
databanks. These proprietary databanks do not currently fall wilhin 1he scope of Lhe
service agreement with BiotechCorp, and will be developed wilh proceeds from the
Listing.

Furhermare, our focus in recent vears has been 1o strengthen our Contract
Cenomics Services division and every effort continues to be channelled towards
building a sizeable pipeline of projects for this division. As set oul in Section 7 of this
Prospectus, a move towards offering of sequencing services will allow us to broaden
our customer base with a comprehensive end-to-end service. Our increased
participation on such projects is expected to contribute favourably to per project
marging and if implemented successiully, overall profits.
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4.20.2 Major Suppliers

Our major suppliers (being those conlributing more than 5% of purchases} for the
pasl three (3) FYEs up to 31 May 2009 and the ten {10) menlh FPE 31 March 2010
are as follows:-

FParcentage of tetal purchases

FYE31 | FYE31 FYEM TE':}EEP}E
May May May mon
Mature of Length of 007 2008 2000 31 March
 Supplier Name purchases Relationship - 201D
Total purchases
{RM000) 1,254 3165 3,245 2A48
454 Life Sciences Sequencing 2 years - 18.98% - -
cosls
Synamatix Technical, 4 years 48.67%  4272% | 91.28%  42.54% "
license and
maintenance
feas
Meuramatix Management 4 years 20.B2% | 15.80% | 19.37% 28.51%
fees
Geneworks Pty Sequencing 1 vear - - S67% -
Ltd costs
Nate:-

and maintenance fees onfy.

During FPE 31 March 2010, the amount attributable to Synamalix comprise ficence

{t should be noted that in 2009, while the main supplier costs are from Synamatix via
technical andfer license fees and Neuramatix jor the management fees pursuant to
the Shared Services Agreement, these fees are viewed as project costs because they
are related to cosls incurred for individua! projects. The purchases made from
Synamabix are part of our ordinary course of business wherein we had increased our
license base in our use of Synamatix's software.

THE REST OF THE PAGE IS INTENTIONALLY LEFT BLANK
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REAL PROPERTY, PLANT AND EQUIPMENT

Az at the Lalest Praclicable Date, we do not own any real property. We rent the following
properties which are material to our aperations -

| - ] Description of Date of Rental per
Propertyf commencement - month

Landlard Built-up Area and Location Existing Use Date of expiry {RM)
Lee Foo 2,024 10" Fioor, No. 31, The 10% floar of 11 1 June 2009 — 5,869.50
San s b Boulevard, Mid Vafley storey shop 31 May 2011

City, Lingkaran Syed offices

Putra, 59200 Kuala Lakoratory and

Lumpur ofiice facility
Yong Tu 2024 Unit 37-5, The Boulevard | 5" floor of 11 1 July 2009 — 5,000 .00
Sang 5q- 1. Mid Valley City, Lingkaran | storey shop 30 June 2011

Syed Putra, 59200 Kuala | office! Training

Lumpur facility & dala

cenlrg

Pursuant to the' Shared Services Agreement which is renewed annually, we are permitted to
utilise par of the premises of Neuramatix for our day-to-day operations, as set out below:-

Date of
Description of Propertyf commencement -
Built-up Area and Location Existing Use Date of expiry
{in | 1,848  Unit25-9, - 9" floor of 11 storey shop | 1 January 2010 — 31
=q. f. The Boulevard Mid Valley City, officef Office premises December 2010
Lingkaran Syed Putra,
59200 Kuala Lumpuy
(] | 2973 Urit 27-9, " fivor af 11 starey shop 1 January 2010 — 31
sg.fi.  The Soulevard Mid Valley City, | officef Office premises December 2010
Lingkarzn Syed Putra,
59200 Kuala Lumpur
(i} | 2,908  Unit 2910, 107 floor of 11 starey 1 January 2010 - 3
51, f. The Boulevard Mid Valley Cily, | shop officel Office December 2010
Lingkaran Syed Putra, premises
29200 Kuala Lumpur

In the Shared Services Agreerment, our contribution to renlal recognise both actual space
utiliged by us of RM2,188 per manth comprising a tolal of 576 sq. ft. of all three (3) premises
slated above at RM2.80 per sq. ft, plus a share of the common area space utilised by
MNeuramalix staff in their provision of services 1o us where such operational costs that can be
directly atiributable to lhe supply of the shared premiges are charged out to us,

The abovementioned real properties rented by us are not subject o any regulatory
requirement and environmental isswes which may materially affect our operations and
dtilization of assets.

Following our incorporation we have ufilised space pursuant to our Shared Services
Agreement. Lease of the laboratory {(Unit 31-10) commenced in June 2007 while that of our
training facility (Unit 37-5} only commenced in July 2005, We use the training facility to
conduct workshops for external and internal parties.
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As at FPE 31 March 2010, aside from the real property as disclosed above, the material planl
and equipment used and owned by us which are unencumbered are as foliows:-

Net Book Value as at
Description 31 March 2010
(RM'000}
Development servers and laboratory equipmenl * 337 T
Note:-

L 4

Flease refar lo Section 4.15,2 of this Frospecius for further delaifs.

As menlioned in Section 2.7 of this Prospectus, we intend o use up to RM5.40 million of the
IPO procesds to acguire sequencing equipment. The acquisition of the sequencing
equipmant would provide us angther form of revenue category.

As at to dale, we have nol paid any expenditures in connection therelo as we are still in the
midst of identifying the sequencing sguipment. We estimale that the acquisilion of the
sequencing equipment will be made in the second half of 2010,

THE REST OF THE PAGE IS INTENTIONALLY LEFT BLANK ]
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@ February 2010 Frost & Sullivan

The markel resaarch process lor this study has
been undertaken through detailed primary
ressarch which involves discussing the slatus
of the industry with leading industry participanls
and industry experts. The melhodology used is
Ihe Expert Opinion Consensus Methodology,
Quantitative  market  information iz based
prmarly on such inlerviews and therefore
could be subject to fluctuation. Information
sourced from third parlies has been verified to
lhe best of cur abililies and believed o be
correct and relisble. However, Frost & Sullivan
shall mot be held liable for any inaccuracies
ansing from such third party information.

The market research was completed in
February 2010,

Frost & Sullivan reporls are for our custormners'
intermal use and not for general publication or
disclosure Lo Lthird parties.

This report is prepared for submission to the
Securities Commission ang  the refevant
parties; and for inclusion in the Prospectus,

For information regarding permission, wrile la:
Frost & Sullivan (M) Sdn. Bhd.

Suite E-0B-15, Block E, Flaza Mont” Kiara,

2, Jalan Kiara, Mont' Kiara,

50480 Kuala Lumpur.

Authorized signatory:

Diennis Ta;}

Associate Director

Exmculive Summany - Imfependert! Market Research on the Bicmformatics indestry Page 2
Fedruary 2010
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1. Executive Summary
14 Key Terms and Concepts
What is Bioinfermatics?

Bioinformatics is a merger of two rapidly developing arezs: biology and information
lechnology. This field is located at the interface betwesn these two disciplines and is a
dominating feature of modern science and innovation. Bioinformalics inwolves research,
devetopmeni, or application of computational toots and appreaches for expanding the use of
biclogical data. These fools and approaches include ihose to ¢rganize, store, retrieve,
computationally analyse or visualise such dala. In short bioinformatics is how data from
molecular biology is converted into knowledge, and il is sometimes defined as compulational

genelic analysis.

Biological dela generated through bisinformatics is stored in "banks’ called databases.
Currently the biggest dalabaze collection iz found in GenBank {a collection of publicly
avallable DNA sequences maintained by the LS National Center for Binlegy Information).

Whny is Bicinformatics important?

Bivinformatics is an indispensable and versatie technology for all biclogical research and
researchers such as geneticists and microbiologisis. The recent years have seen a
phenomenal growth of publicly available genomic information (hiclogical data). Large
sequencing projects are producing increasing quantlies of DNA sequences and DMA
dalabases lhat are rapidly growing every year. This has precipitated the need for

bioinformatics capabilities; whereby:

1} Gengmic information needs to be rapidly and accurately analysed and mined in order to
identify and pricritise biclggically meaningful targets for medical, agricuitural and big-
industrial applications.

2} The advent of ultra-low cost and high-throughput DNA sequencers results in the application
of compulational genetic analysis in high valbe areas such as agriculture, healthcare,
envirpnmental and industrial,

3} Genome sequencing has shown that all humans are more different at the gerome level
than previously Lhought. All humans will eventually need to be sequenced in order to
improve the specificity and efficacy of new drugs. Hence the era of personalised madicine
is & major driver of bicinformatics,

The process by which the above is done is biginformatics. Virually every majar universiky,

pharmaceutical, agriculiural and industrial research company in the world requires
o ———— . —————e

Executive Summary - Independen! Markef Research ot the Bioinformatics fngusiy Page d
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biminformatics tools and services, Without biinfaormatics, new research in most fields of

medicine and biclogy would come to a standsiill.
Where Can Bioinformatics be Applied?

Bicinformalics today is seen as being primarily applied to speeding up medical and agricultural
research. However of increasingly higher significance is the application of information
techrnology to all life sciences sectors and beyond fn order to improve efficiency and reduce

costs and develop new products and technologies. Some of the arsas that benefit from
biginformatics are:

Personalized and preventative medicine

Gene therapy

Wasle management

Alternative energy sources

Mew human antibiotics and antivirals

Crop improvement

Flant pesi resistance {insect, fungal, bacterial and viral}
Improvement in food nutrition

Veterinary stience

Key Terms within Bioinformatics

DNA & RNA

DA (deoxyribonucteic acid) and RNA (ribonucleic acid) are two different nucleic acids found
in the cells of all organisms. Both play cooperating roles in cell biology, ONA and RNA are
both made up of long chains of nuclectide unils. However, there are a few struclural details
thal distinguish therm: BNA is usualty single-stranded, while DNA is a double-slranded helix.
DMA contains the genetic information of an orpanism, This information is carried by the RNA
to a cell componenl lhat is used to make proteins. Nucleplides are molecules Whal are the
subunils that make up DMNA and RNA,

The double-strand helix in DNA is held together by these nucleotide molecules, also called
bases. There are four 1ypes of bases and they are Adenine {A), Thymine (T}, Cytosine {C} and
Guanine (3], also known colleclively by their initials A, T, C, and G. it is the sequence of these

molecular bases thal provide the genetic information.

Genome, Gene, & Genomics

The genome is the complete sel of DNA in an organism i.e. the entirety of an organism’s
hereditary information. A gene is a seslion of the genoame that has a specific function or role in
the body. Examples of genes include insulin which regulates blood sugar level. Genomics is
the study of genomes which includes efforts to determine the entire DNA sequence of
arganisms and downstream bicinformatics and lab-based experiments and research.
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The four nucleolide bases of ATCG make up the entire human genome. The human genome

consists of approximately 3 billion nucleotide base pairg, contained in 22 pairs of chromosomes.

Chromosomes

DNA is organized into long strings that are folded inlo chromaosomes to organize the genome
intc manageable subunils. Each chromosome is composed of DNA, and is contained within
the nucleus of the cell of an crganism. Under a microscope, chromosomes can be seen as
lHtle rod-like structures.

Figure 1-1: Basic Cell Structura

(1}
Muclaus
Call
(2}
Chromosome
DMA,
{3}

Sequencing

sequencing is a procedure to oblain the sequential arrangement of nuclectide base-pairs (i.e.
lhe AGTC discussed above) in DNA or RMA. Some genetic tests rely on sequencing to find
areas of a gene that deviate from the norm {mutations) and may cause disease. A comparison
of sequencing throughput (e, volume of data thal can be processed) was estimated between 2002
and 2009 based on the lype of sequencing machine technology available in different years, In 2002,
the maximum vield of data per day was estimated to be 2.8 megabases (Mb) based on first
generation sequencers. In 2010, the estimated maximum yield of data per day is estimaled lo be up
to 25000Mb based on next generation sequencing machines. The increased from 2.8MB o
25000Mb a day is approximalely a 8,000-fold increase,
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Next-generation sequencing

‘Mext-generation sequencing’ is an indusiry term presently used to refer to second and thind
generation sequencing machines, with second generation machines introduced workiwide sround
2005 and third generation ones in 2010. The use of the terminology 'next generation’ is with
reference 1o the first generation machines used throughout the 19905 in the Human Genome
Project. The difference bebween second and third generalion sequencing machines has been
outtined above.

Assembly

Seguence assembly refers to aligning and joining short DNA fragments inte a much longer
DiNA sequence in order 1o generate a representation of the genome. This is needed as current
DA sequencing technolagy cannot read whole genomes in one go, but in small pieces.

Maphing

This iz lhe process by which short DNA fragments are matched {0 their corresponding Iocation
on a genome. Most fragmants can be placed accurately. Gecasionally due to repelilive regions
of contamination, fragments have to be discarded.

Bioinformatics Analysis

Bminfermatics analysis refers to the computational genelic analysis and mining of infarmation
embedded in genomic data {i.e. data Lhat has been sequenced, assembled and mapped) in
order 1o obtain meaningful resulis; in shaort it lays the foundation for biclogical interpretation,

Pipeline

A pipeling is & term used in bivinformatics to signify the processes involved in carrying out the
bioinformalics analysis. It is essentially lhe sequence of sleps that are used from sample collection
and preparalion 1o DNA sequencing, fullowed by a large number of steps to process, analyse and
visualise the data using bisinformatics,

1.2 Industry [ Market Segmentation

The biginformalics indusiry iz composed of a wide range of products and services, both
commercial and public in nature, some wilh broad offerings and others with a much more
focused funclicn. The bicinformatics industry includes upstrearn players that provide software,
hardware, and services, as well as downstream players such as database content managers
ang applicalion players who use the bipinformabics information 10 develop commercialized
rroducts such as pharmaceutical products and medical diagnostics kils,

. _______________________________________ __________________________]
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Figure 1-2: The Bicinformatics Landscane

The Bioinformatics Landscape
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Life Science Hardware

Life science hardware refers to bicinformatics lab equipment and machines used 1o caplure
meaningful data from biological samples at a molecular level. An example of common bivinformatics
hardware is 1he seguencing machine.

Sequencing Services

Sequencing service companies, incuding manufacturers of sequencing machines, offer sequencing
gervices using different machines with differert lumaround times and pricing. Typically small
universiies and research labs use ocutscurced sequencing service praviders since hey do not own
expensive sequencing machines internally. DNA  sequencing requites specific  Sequencing
equipment that s expensive to purchase and maintain, and requires specialized and extensive
raining to use.

Analysis Services

Analysis services nclude bicinfarmatics research and data mining as wel! as the ullization of
bicinformatics software, iools and applications. These analysis serwices help to interprel and
describe genomes thal have been sequenced, assembled and mapped. Bioinformalics research
and data mining refers 1o he process of analyzing and of extracting hidden patterms from data to

decipher lhe functional or structural roles of the biological data generated from |ife science research.
]
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The bicinformatics software used for the anatysis refers to the compuling technoiogies to perform
genelic analysis of data generated from biclogical research. This software can include algarithms for
data analysis, visualisation or presentation, structure modelling, and simulation tools. Bicinfarmatics
software s needed to derive meaningful prediclion about the functions of lhe biological dala
genetated by |fe science researchers. Bioinformatics tools and applicalions are spin-offs from
bivinformatics research ard are wsed to aid the analysis process.

Database

The datasbase segment réeprésents bioinformatics database content which indudes genomic
sequence data storage and its management. This is where life science research data are converled
inte meaningful soft-copy data that can be stored, accessed and interpreted using information and
computing technologies,

The focus of this reporl is on bicinformalics analysis services and sequenging services,
1.3 Key Application Sectars

Bicinformatics is an interdisciplinary field that addresses biological problems  using
compulational technigues to arganise and analyse bDiological data. The primary use of
bioinformatics has been in genomics and genetics, parlicularly in areas of genomics that
involve large-scale DNA sequencing. Therefare, bisinformatics forms a key component in the
bislechnology secior,

Figure 1-3: Role of Bioinformatics Analysis in the Various Applcation Sectars
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As a3 subsel of biptechnology, bicinformatics has applications in varicus areas. Four major
areas include agricullure, heallheare, environmental and industrial uses as well as non-food
uses of crops and other products {e.0. biodegradable plastics, vegetable oil and biofuels). The
role of biginformalics analysis is to identify unigue genetic characteristics (from sequenced
genomes) that influgnce an enlils form or funciion. Once a genome has been analysed,
specific funclions of the gene can be identified and studied in detail to assess ways in which
the funclions can be improved. Through this understanding, better and more effective
treatrments or solutions can be developed.

1.4 Technelogy Trends
Advancement in sequencing technology

The HGP project was complated in 2003 using the Sanger sequencing method, developad by
Fredrick Sanger in ithe 1970s. This method was expensive, cosling up to USD 3 billian for the
sequencing of the human genaome, and is generally referred 1o as first generation seguencing.
Between 2005 and 2007, next generation sequencers (NGS) were introduced by Applied
Biosysterns Group, Roche and lllumina. The earliest next generalion sequencing machines
could produce several hundred megabases (Mb) of data per run, while Ihe latest can generate
up to 20 gigahases (Gh) of dala per day, eompared to the first generation sequencers
producing only a few lhousand bases per run, The next generalion sequencers were alsa less
coslly fo use, with sequencing cost down at legst 1.000-fold from the first generation

machines,

Figure 1-5: Camparison of Seguencing Throughput, 2002 - 2009
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Figure 1-6; Comparison of Sequencing Cast, EDDBI

Runtime

Sequangar {days per Cost

{% per 1000 bases)

gigahasa)

T
LT A @)%%% LTErA

wg %% 0
i e ,..;‘ i

'-:u .

I Sau.rce Fms.'& Suﬂwan
Avallability of Sequenced Data

The single most importand driver of the bicinformatics analysis indusiry is the availability of large
amounts of sequenced data worldwida, due largely to the increasing throughput and decreasing
cost of sequencing. In 1397, there were only 15 complelely sequenced genomes in the world, That
fgure stands at about 1,100 today. In addition to the 1,100 completely sequenced genomes, there is
a furlher estimated 4,500 sequancing projects ongoing as of September 2009,

This means Lhal in just over a decade, the volume of sequenced genomes has increased by owver
THold and thal this number will continue to increase with time. Between 1987 and 2000, the
number of complated genome sequencing projects increased was less than 20 annually, rising from
15 completed sequences 1o 64 compleled sequences. Between 2001 and 2005, the number of
completed pgenome sequencing projecis increased by nearly 100 annually, rsing from 116
completed sequences in 2001 to 387 complated sequencas in 2005,

Since 2006, the number of completed sequences annually has incressed by several hundred
annually, totaiing a number of 531 completed sequences in 2006 to 1,100 completed sequences in
late 2009. This ever increasing rend is expected 10 continue with the number of sequences that can
be completed annually rising to several hundred and eventually thousands as the power o
sequence genomes gets Taster and faslter. |

I addition to the completely sequenced genomes, there are giso genome saquencing progjects that
are running concumenlly and have yet to be completed each year. In 1997, while there were 15
completed genome sequencing Drojects, there were also 35 incomplele genome sequencing
projects that were on-going in the same year globally. There were an estimated 4,543 incomplete
genome sequencing projects ongoing as of September 2008, amounting to nearly a 130-old
increase.

Sequenced data is of itle use without further analysis, therafore this explosion of sequenced

data generated by the sequencing industry worldwide has created significant demand for
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biginformatics analysis, simply because datz that has been sequenced must be analysed in
order 1o produce meaningful results. The demand for sequencing is driven by the need by
scienlists and regearchers to undersland genelic varialions 1hat could help in the development
of solulipns in wvarious industries such as in healthcare and pharmaceulicals {e.g. drug
discovery and disease prevenlion} and agricuiture (e.g. crop yield improvement, lower
susceptibility to harsh environments) but particularly in heallhcare, and especially with the
completion of the Human Genome Project in 2003 where a reference human gengme map is

now available.

Figure 1-8: Estimated Volume of Sequenced Data (Global), 200210

Estim ated Volume of Sequenced Data (Slobal), 2002-2010
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Qutsourcing

A recent trend in both the public and private sector is Lhe shift from employing internal
sequencing and bicinformalics analysis resources to subconiracting to external service
providers, A growing number of potenlial customers appreciale thal sequencing and
bininformatics service companies are beller equipped and more efficient than internal
capabiliies and facilities, especially given the huge volume and complexity of the data that is
being gengrated

tany institutions find that their core internal sequencing and bieinformatics groups do not have the
capacity, know-how o expertise 10 deal with many of ke complicated requests fom researchers.
Consequently, these projecls are outsourced to bisinformatics service providers for sequencing and
analysis on a fee-fur-project basis. Furthermore, customers often find that the depth and quality of
analysis provided by bioinformatics service providers i higher than when conducted internally,
Outsgurcing enables researchers and scientists to foocus on their core activities, and that is to
develon solutions using the resulls generaled fram bioinformatics anafysis.

Sequenced data can be sent from any part of the warld Lo be analyged. The convenience of
the internet enables clients {0 select their choice of service providers lpcated anywhere in the
world. As in most other industries, Asia offers clients in high cost countries, such as those in
North America and Europe, a viable, cosl compelilive option. However, as there are few
bicinformatics analysis service providers in Asia, Malaysian Genomics Resgurce Cenbre

{MGRC) is primed to be a key outzourcing destination for clients in North America and Europe.

Furthermore, as demand for bicinformatics analysis in Asia grows, MGRC is well-positionad to
service this important but significantly underserved region.

1.5 Global Industry Size and Growth Forecast

The historical market size of the biginformatics analysis industry globally in 2000 grew from
USED 4194 million to USD 2.8 billior in 2008, at a CAGR of 27.0 percent. The market was
valued al an estimated USD 3.4 billion in 2000 and is expected to grow to aboul USD 10.4
billion by 2014, with a CAGR of 24.9 percent in that period.

The gichal bivinformatics industry as well as lhe bicinformatics analysis industry were both affected
befween the perods 2001/2002 and 2008/2009, as clienls cut back on spending on Boinfesmatics
services, This was due to the slowdown in the United States’ economy in the third quarter of 2001 1l
2002 as well as the global financial crisis between 2008 and 2008

Executive Simmnary - independent Market Researeh on the Biolnformmatics Inousty

Febntary 1010 Page 13

&4



Company Number : 652700-V

EXECUTWE SUMMARY FOR THE INDEPENDENT MARKET RESEARCH REPORT AND

5
THE LETTER THEREON {Cant'd}
FROST @& SULLIVAN
Figure 1-10: Estimated Historical and Farecast Market Size for the Bicinformatics Analysis
Market (Global), 2000-2014E
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Figure 1-11: Bioinformatics Analysis Industry Breakdown by Region, 2009

Biaginformatics Analysis Industry Breakdown by Region,
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As shown above, the market for bicinformatics analysis will be largely driven by demand in Morth
America and Eurape, mainly because the majority of research aclivity utifizing results from
bisinformalics analysis is being carmied out in these regions. However, as the frend for culsourcing
continues to gain momentum due lo the need for specalized services, bioinformalics analysis
caonlract service providers are well-placed to meet this demand. Additionaly, conlract service
providers in Asia have he added advantage of being more cost corpelilive over senvice providers
i Morth America ang Europe.

1.6 Demand Conditions

Figure 1-12: Market Drivers for the Global Bloinformatics Analysis Industry
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Figure 1-13: Market Restraints for the Global Biginformatics Analysis Industry
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1.7 Key Industry Participants

Since bioinformatics is still a new figld, many playvers are still jostling to find their place in the
indusiry. There are generally two calegories of companies in lhe global bioinformatics analysis
industry:

1} Companies carrving out bicinformalics anmalysis in-house with lhe intent of using the
results for development of products and solutions

2} Organisations providing bicinformatics analysis as a service 1o external clients, known
as confract research providers, and these clients could include companies from (1)

above

There are large numbers of companies which require biginformalics analysis — this could
number in the thousands as they include companies in the respective end-user industries {e.g.
healthcare, phammaceutical, industrial and agricullural), biotechnology firms and public and
private seclor research organisations. Many of lhese firms outsource bioinfarmalics analysis to
contract research providers for & variety of reasons:

= when they have excesded Lheir capacity
»  when thay do not have the required experise

Throughout the world, there is only a handlul of cantract research providers for biginformatics
analysis. Most service providers are located in Norlh America and Western Eurgpe, wilh one
nolable player in Asia Pacific. Below are examples of [eading bioinformalics analysis contracl
service providers around the world,

Accelrys Software Ine. (Accelrys)

Accelrys is a bioinformatics software developer company based in San Diego, U.S.A Accelrys
focuses on software development for drug discovery and developmenl process. The developed
software I5 integrated into platform technolagies thal aid the Tow of data, information, and
knowfedge through the enlire drug discovery and development pipeline. Besides that, the company
also provides confracl research services, whereby they leverage their IT specialty lo meet the
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requirements of researchers in bictechnology and pharmaceutical companies, as well as

researchers looking at chemicals, materials and nanomalerials,

Beijing Genomics Institute (BGI)

BGI s a noldor-profit agency based in Shenzhen, China. BGI achieved international prominence as
cne of the original centres for sequencing lhe human genome. BGl was alsg one of the firsl
laboratories in the world to sequence the SARS wirus. L is involved in pioneering research for drug
discovery and studying the genes of varous livestock and crops such as the chicken, pig, giant
panda and silkworm genome as well as a Chinese super hybrid rice genome.

BGl aims at developing projecls and platforms that are on the cutting edge of research and
technologies. It has both a private and a public character. It receives funds both from private
investors and the Chinese govermment. The |aboratory is also the Bioinformatics Center of the
Chinase Academy of Sciences.

BloTearn

BioTeam, based in Massachusetis, WS A, is focused on providing consullancy for hardware and
software solutions and database managemenl and storage for researchers with large volume of
datagets. They specialize in identifying software for high-peformance compoting and next-
generzation sequencing. BioTeam's revenue generation is through their contract research focusing
on information technology {1T) infrastucture development that is needed for genoric and fifte
science ressarch. BioTeam works closely wilh IT companies such a5 Apple Compuler, IBM, Intel
and Siicon Graphics Inc.

CLC bio

CLC big is a company focusing on software solutions for biginformatics analysis. They are
headquartered in Denmark but provide services to clients globally. The company specializes in
downstream data analysis, Their revenue generation is through bicinformatics analysis and
sequencing services, which include whole gengme re-sequencing and targeted resequencing
af genomes, de novo sequencing, and bicinfarmaltics consulting.

CLC Bio s known glabally as a leading software developer and some of their clients include
universities such as Harvard University, Boston University and Massachusetts Institute of
Technology {(MIT). Their commercial clients include Pfizer, Genenlech, Abbott Laboratories

ang athers.

Cofactor Genomics

Cofactor Genormics is a comparny based in Missouri, U5 A that focuses on next-generation
sequending, assembly and whole-genome resequencing. The company's revenues are generated
through their sequencing and assembly services typically for small genomes. Cofactor is capable of

producing a large variety of libraries for mulliple applicalions and from a wide range of sample types.
- ____________________________________________ ___________________________ _____ ]
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They alzo provide bioinformatics analysis services whereby expression levels, nudeotide insertion
and deletion vartants and comparative homelogies between different samples can be analysed.

(Genomatix

Genomatix is & German company involved in the business of bioinformatics software as well as
tools and applicalions. Genomalix develops software and tpols ko analyse Next-Generation
Sequencing data. Some of their clients include Australian MNational University, John Curtin School of
Medical Research, Cancer Research UK, Centers for Disease Contrdd, USA, Commonwealth
Scientific and Indusirial Research Organisation , Austraia, and European Molecular Biclogy. They
formed collaboralions with genomics researchers in commercial corporations, universities and not-
for-profit organisations such as Promega Corporation, John Curtin School of Medical Research,
Armerican Red Cross and Wellcome Trust Centtre for Human Genelics, Genomatix has set up
dislributor chanrels to serve different regions of the world, whereby CTC Laboratory Syslems
serviced clients from Japan, Systat Software for clients in LS. and Canada and Cranes for Australia
and Mew Zealand clients, Aparl from thal Genomatix has a free online 1ool for DNA mapping and
sequence statistics.

GenomeCluest

Genomeluest & a software sclutions provider for hicinformatics industry that is based in
Massachusetts, LL.5.A. The company specializes in sequence data management. Their revenue
generation is through the subscrplion of their GenomeQuest software {o accommodate data inpuls
from sequencing machines such as 454, Numina and SoliD. GenomeQuest charges clients
according ta lhe type of software subscriplion. Genome{uest software has been apphed in various
fields including agriculture, chemicals, diagnostics, pharmaceuticals, law-office and nol-for-profit
organisations.

Malaysian Genomics Resource Centre Berhad (MGRC)

MGRC is a private sector company in Malaysia with BioNexus status. It is a whaolly-owned
subsidiary of Synamatix Sdn, Bhd. and pant of the Neuramatix Group of Companies, MGRC
commenced its operations in 2005 as a contract research provider for bisinformatics analysis.
The Company serves its clients using its ultra-fast sequence analysis tools for a wide range of
life sciences applicalions. They serve corporations, research arganisalions, and individual
regsearchers and scienlisls who require high-throughput applications and new database
platforms wilhoul the associated resource nplications and without having to manage and
maintain such techntlogies in-house. MGRC also provides global users with access to their
online biotnformatics analysis applications, The following categories are cumently and to-he
covered by MGRC: bipinformatics lools and applications, bioinformatics database conteni,
bicinformatics research and data mining, bioinformalics services and sequencing services.
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1.8 Product Substitution

Frostl & Sullivan is of the opinion that there is no effective substiution to biginformatics
analysis. For sequenced genomic dala t¢ be meaningful it needs to be analysed, otherwise the
data remains of no use,

While there are differenl methods of bicinformatics analysis, this is typically determined by the
characteristics of the sample andfor the desired outcome. The diferent melhods of analysis
are variations in the analysis and are nol regarded as subslilute services,

1.9 Reliance and Yulnerability to Imports

The biinformalics analysis industry s a service indusiry, with all services performed in
Malaysia and thus is neither rehant nor vulnerable to imports. Analysis 1ools and software are
mosily proprietary, developed in-house by soflware engineers and programmers employed by
the companies in lhe induslry.

The industry however requires hardware such as servers, desklops, laptops and other
computing equipment. These are no different from the hardware required for maost
crganisalions in Malaysia requiring high computing power, such as financial instilutions,
lelecommunication providers and wtility companies, While maost of this equipment is foraign-
made, they are widely available in the domestic markel from established local vendors,
Hardware equipment from computer manufactarers such as Dell, HP and IBM can be easily
purchased from these vendors who also provide the necessary technical support and
maintenance services.

1.10 Supply conditions

Reliance on Skitled Perspnnel

The biginformatice analysis indusiry s reliart on skiled employees for the development and
ulilization of analysis tools and sofiware. These include personnel qualified and trained in biglogy,
information technology and computational biclooy, Some of the specialized positions in this industry
include higinformaticians, scientific officers, 1echnical specialists and application developers.

The shorage of skiled professionals in this area will drive some companies b outsource
bicinformatics analysis lo vendors that are alle to provide the required service. However, as a result
of this shortage of skill, the cost of providing such services increases, thus potentially acting as a
deterrent o companies who need the service,

Intellectual Property
In any technology-refaled industry, the intellectua) property owned by the industry players is key to
their existence. Intelleclual property is typically created by a combination of the knowledge and

expertize of the professionals within the grganizalion, and the development tools available o these
______________________________________________________________________________________________|
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skilled developers. In any case, intellectual properly acls as a restraint if there is strong demand for
lechnology patented by the compelition, which will then involve payment of licensing fees and other
ownership-relaled fees. Intelleclual property remains as a driver lo the holder of the patent.

Third Party Vandas

Within most companies providing bicinformalics analysis services, software is often proprietary as
they are developed by employees of the organisalions. The hardware components such as servers,
compuiters, laptops, and other compuling eguipment are typically purchased fram thind party
vendors. These are generic equipment widely available in the market.

1.11 Industry Risks and Challenges
Figure 1-14: Impact of Top Industry Risks (Global) 2016-2013

Industry Risks

Scamny of sklrled persunnei '

:__Cér;:.bﬁiiri_g and Ir_1tie-_.fnet industries it being able to ke€p up with growth
S in genomics d_é'.Fé o ) |
Sourge. Frest & Sullivan
Scarcity of Skilled Personnel
Bioinformalics related o DNA sequence analysis has evglved greally since the era of Sanger based
seguancing in the 80s, 90s and the early part of thiz century. During thal time, the amounl of data
being gensraled was relatively small and was largely generated and analysed by hand in natianal
gename centres in lhe USA, UK, Japan and China. The advent of NGS have led lo g 20,000 fold
increase in the amount of data that is being generated. in addition the huge decrease in the cost of
senuencing has meant that the need for sequence analysis has dispersed into general biolagy
laboratories and groups.
The number of skiled bicinformaticians has nol increased at the same rate as the amount of
sequence data or the number of non genome centre locations that are using next generation
sequence data. This has led to an acute shorlage of skilled personnel. Although the number of
persons with an understanding of the use of bicinformalics s adequale, he subsel that has the
necessary computational skills, experience and know-how o analyse large volumes ard complex
data generated by of NGS is very small. Currently the trend is to take experts from computational
fields and educate them in Lhe fiedd of genomics so 1hal they can apply Lheir skills accordingly,
e
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This situation is expected to persist in the short and medium term as the demand for such
individuals outstrips supply. However, in the long-term this situation is likely to resolve as universities
adopt and leach e analysis of next-generation sequence data.

Computing and Internet Industries Not Being Able to Keep Up With the Growth in
Genomics Data

The computing induslry has boasted for many years about Moore's law — which projects that
compuling power doubles every 18 months or so. This is massively eclipsed by the growth in DNA
sequence data which is growing by 100s of fold in an equivalent pericd. Bioinformatics software
developers areé working hard 1o optimise algonthms and computational approaches so thal
sefquence dala can be processed and analysed in practical time frames. However, looking forward
into this decade as new third generation sequenicers with high levels of tbroughput are introduced
the gap between compuler performance and sequence data growth could again result in analysis
bottlenacks.

Prior to any analysis it is of course necessary to move data from the sequencing machine to the
analysis pipaling. Local ard on-ling networks are currently not able to cope with the lerabyles of dada
that are being generated daily. The current optimal melhod of dala transfer is by use of removable
hard drives. This is an ineficienl, slow and refalivaly expensive method of moving sequence data
around, and has become a botflenaeck for the industry. Major technology developments in Lhe
bandwidths available for the high speed Internet in the next vear or two may alleviate Lhis problem.

112 Barriers to Entry
The barrier to entry of the bioinformatics analysis industry is very high, due lo the levels of
highly specialized knowledge required and the exlremaly niche nalure of the industry,

Highly Specialized Knowledge

As the marriage of two lechmical disciplines, i.e. biology and information technology,
hininformalics 1s a highly complex and lechnical field of work, While there are many qualified
personnel and speciasts in either of the bwo sbove disciplines, it 15 rare o have qualified

professionals not chly possess a thorough understanding of both, but able to seamlessly weave the
two disciplings together,

Without this knowledge, it is literally impossible to gain entry inte this industry. Acquiring the retevant
knowledge through active recruilment may be a challenge as the skils and expertise in
bicinformatics is highly scarce throughout the word. This 5 even more acule in the comract
research industry for bicinformatics analysis, as the rapid advancements and evolution in
technology requires knowledge and experfise 1o adapt and evolve, While the numbers of trained
computalional biclogists and bioinformaticists are starting o increase, many of lhese are newly

trained and currenlly lack the required expernance.

. . |
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Highly Specialized Software

When a genome sample has been sequenced, the outpul is often & complex series of dala that are
many gigabytes in size. This data needs o be analysed, and the software required to carry out Lhe
analysiz is often highly specialized and unigue, This is software consisis of complex algorithms, and
is ususlly developed by the bisinformalics service providers,

The highty specialized nalure of the software used in bicinformatics analysis thus serves as a
significant bamer to entry, as few organisalions possess sufficient knowledge in both hiclogy and
informalion lechnology to develop the required software, Furthermeore, most bicinformatics software
needs lo be customized andior enhanced depending on the complexity of the gerome to be
analysed, making this requirement even more challenging.

While some apen-source software are available, they are generally nol suilable for mission-crilical
applications.

Reputation

Contract research for bisinformalics analysis is a paricularly niche industry, with a handful of
selected global plavers serving healthcare and pharmaceutical firms, biotechnology
companigs, and public and private secior ressarch arganisations. Due to the highly specialized
and technical nature of the work involved, a service provider {i.e. the coniract research
crganisation] must possess a solid repulation and be respected among the bicinlormatics
community,

In addition, it is imperative for a biginformalics analysis service provider to be visible n the
induslry threugh its work and publications. In an industry wherg word-of-mouth publicity and
referrals are commonplace, positive recognilion and visibility go a long way to enhancing
reputalion. Reputation takes years to build and would be something thal a new industry player
cannot compele with.

1.13  Intreduction to Bisinformatics in Malaysia

The biginformatics industry in Malaysia, including the bicinformatics analysis indusiry, is still at
its inlroduction stage. As a developing nation, Malaysia is fully aware of the advent of fields
such as gengmics and the necessity of higinformatics technologies and tools to support the
massive amount of genome data. Malaysia is keen to develop Bioinformatics infrastructure in

order to support public and private sector research agendas and initialives in genomics,

Currenlly lhe Malaysian bioinformatics industry comprigses of aboul five induslry players who

are mostly invelved in R&D as well as software development for biginformatics. These are:

Asiatic Centre for Genome Technolegy Sdn. Bhd. [ACGT)

ACGT is a whelly-swned subsidiary of Genting Plantations Berhad (formerdy known as Asiatic
Cevelopment Berhad). ACGT is a company involved in developing gencme-based agricultural
L. _________________________________________________________________________________________|]

Executive Semmary - depemndent Maprkel Researeh on the Bioin formadios s ey Page 22
Febnuary 2010

83



Company Mumber | 852780-Y

L]

EXECUTIVE SUMMARY FOR THE INDEPENDENT MARKET RESEARCH REPORT AND
THE LETTER THERECHN [Cont'd)

FROST ¢ SULLIVAN
L ]
solutions and applications for the Genling Group wilh a strong fecus on il palm. These
aclivities Include genome sequencing and bicinformatics analysis but only for in-house
purposes and nol as 8 commercial service to extemal clients.,

GeneFlux Bissclences Sdn. Bhd. {GeneFlux)

GeneFlux is involved in the development of molecular diagnostic kits, such as DNA test kits.
The company has a molecular biology laboralory in Malaysia, software development centre in
India and a global business centre in the United States,

INFOVALLEY Life Sciences Sdn. Bhd. [INFOVALLEY)

INFOVALLEY provides software solutions for the life sciences industry such as creating
dalabases, dala management, data analysis and mining of life sciences dala, |t develops
bioinlormatics architecture, platform lechnologies and applications for biolechnalogy research.

Malaysia Genome Institute (GENOMalaysia)

GENOMalaysia s & national, not-for-profit research facility engaged in biginformatics
sequencing and analysis, comparative and functional genpmics as well ag strpctural biglogy
for tropical bioresources. |t is not known 1o provide commercial services to external customers
but caters mosly lo local universities and government agencies which require instrumentation

and experlise in bininformatics sequancing and analysis.

Malaysian Genomics Resource Centre Berhad (MGRC)

MGRC is a private sector company in Malaysia with BioMNexus status, MGRC commenced its
cperations in 200% as 2 contract research provider for biginformatics analysis. They serve
corporations, research organisaltions, and individual researchers and scientists who requirg
high-throughput applications and new database platforms without the associated resgurce
implications and without hau'ing to manage and mainlain such technologies in-house. MGRC

also provides global users with access to their online bioinformatics analysis applicalions.

Looking at the potential contribution of bicinformatics to the development of bictechnology in
Malaysia, bioinformatics players in Malaysia will need to evaluate their strengths, weaknesses
and opportunities o enabla further growlh in this seclor,

The Government of Malaysia has identified biotechnology as an area for active development
and intends 1o develop the nation into a hiotechnology hub in Scuth East Asia. This is being
carried out through MOSTI, and specifically with BiotechCorp. For bioinformatics and genome
ressarch specifically, this is supported through the Malaysian Ganome Institute, which is also
known as GEMOMalaysia; while the Malaysian Technolegy Roadmap for Bicinformatics was
published by MOSTI in September 2007, and outlines the implementation and technology
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roadmap for the industry, However, overall awareness of biginformatics outside of the industry
remains low,

1.14  Introduction to Bioinformatics Analysis in Malaysia

Biginformatics analysis is a nascent industry in Malaysia. It is a challenging area requiring high
levels of technology, but with much potential for growth, This industry is strongly supported by
the larger bistechrology sector in Malaysia. Currenlly, Malaysia is one of the key countries
challenging other reginnal players in Asia, mostly Japan, Kerea and Australia, in the area of
bininformatics analysis. It has plans lo become the region's focus on contracl services for
bisinformatics segments such as analysis and sequencing.

This is backed up by Malaysia's strong history in medical device and diagnoslics
manufacluring, well regulated pharmaceutical industry and availability of Good Manufacturing
Praclice (GMP} cerified manufacturing facilities. Malaysia is also a key clinical centre and has
long been a part of global clinical lrials. Advances in heallhcare, contract manufacturing,
contract research organisations, medical devices and diagnoslics and gdrug discovery are
among the key areas that will drive the growth of the bicinformatics analysis industry in
Malaysia,

To-dale, Malaysia has successfully carried out various analyses on native flora such as
Tengkat Ali {Eurycoma Lingifolia), Mizal Kucing (Orthogiphon Staminues) and Kacip Fatimah
{Labista Pumila) far health and well-being purposes. Located wilhin the tropical belt, Malaysia
is richly endowed with a profusion of diverse flora which may have immersed benefits for
future generations, Recent scientifically accepled ethno-bolanical studies suggesl ihat at least
20 percent of the eslimated 12,000 plant species globally may posses either medicinal or
therapeutic properties. With Malaysia's richly abundant natural fropical ratnforesls, and being
one of the world's top hotspots in biodiversity, the oppartunily exisls to idenlify, catalogue and
study (via bisinformatics analysis) the vast number of indigencus flora to uncover their hidden

secrels.

1.15  Funding for Bioinformatics f Bigtechnology in Malaysia

The government has introduced various funds to promale Lhis seclor in Malaysia, These granls and
loans as well as incentives t0 support research into the public seclor, and encourage more private
sector investment in new lechnologies. The mechanisms for grangs fall in the preview of Ihe Nalional
Council for Scienlific Research and Development {NCSRD) under Malaysia's Ministry of Science,
Technology and Innovation (MOSTI). On the other hand, incentives are provided by the Intand
Revenue Board and the Malaysian Industrial Development Authority (MIDA), Funds available for the
private seclor include Lhase from venture capitalists and banks.

While the Malaysian Governmenl allocates funding for the biotechnology sector in general, it does

not allecate funding to the bicinformatics industry specifically nor to any other branch of research in
. |
Execulive Stmmary - Independort Marke! Research o the Siodafomatics imdustry Page 24
February 2010

95



Company Number : 852780-v

EXECUTIVE SUMMARY FOR THE INDEPENDENT MARKET RESEARCH REPORT AND
THE LETTER THEREON {Cant'd)

FROST ¢ SULLIVAN

biotechnglogy. All companies in Lhe bigtechnotogy industry are eligible to apply for this funding.
Companies that are approved wilh Bionexus Status by the Malaysian Biolechnology Corporation
Sdn. Bhd., such as MGRC, would be better positioned when applying for funds because their
Bionexus Status designates them as a pre-qualified biotechnology company recogrized by the
Malaysian Government. The availability of this funding to the bistechnology indusiry potentially
increases demand for MGRC's products and services as companies carmying oul research activilies
may need resulls generated from bioinformalics analysis.

Figure 51: Development Expenditure and Allocation for Biotechnology under the 9MP,
2001-2010 (RM million)

s Expor
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Mote; Governmani aftacalions ae for the Botechnofogy sector i general and nol specific in hiainformatics ar any other branch
o binkeshrokgy.
Grants

Grants are to support R&D aclvities and the cormmercialisation of research findings in specific areas
that are of national imporlance to he irduslry. There are a range of schemes available and hese
are administrated by various governmental bodies such BiotechCorp, 25 the Mational Biotechnology
Directerate and Malaysian Technology Developrment Corporation. These boties gach have different
objestives, sector and activity focus.

Venture Capital V()

Wenlure capitalists provide funding o help suppeort companies and enlerprises in exchange for a
percentage of cwnership in the firm. The total fund that has been allocated specifically to the

T ——
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biotechrology secter is rot clear, because for most of these companies, this sector falls under a

conglomerate of sectors termed ‘Life-Sciences',

Most WC financing in Malaysia concentrates on companies at the early, expansion and mezzanine
slages. As part of a continuous efforl to support the YC industry, a Government-owned venture
capital company, Malaysia Venture Capilal Management Berhad (Mavcap!, was set up fo manage
unds for biotechnolagy in the Torm of direct investmenis,

116 Competitive Landscape of the Bioinformatics Analysis Industry in Maiaysia

The Malaysian biginformatics analysis fraternity has approximately three companigs providing
various hipinformatics analysis services, These companies are a mix of private, government-
finked, commercial and non-commercial entities, all with differenl target markets or focus areas
of analysis, The number of bicinformatics analysis service providers in Malaysia remains low,
illusirating the nascenl and amerging nature of this industry.

Competitive factors are presenlly found in an industry player's possession and effective use of
specialized software and tools for analysis, ability 1o provide quick lurnargund to cuslomers,
adaptabitity to the different types of data produced from the various sequencing methods, cost
competitiveness, and reputation as a reliable service provider.

Below are companies invalved in bioinformatics analysis in Malaysia.
*  Asiatic Centre for Genome Technology Sdn, Bhd. (ACGT)
*  Malaysia Genome Institule (GENOMalaysia)

=  Malaysian Genomics Resource Centre Berhad (MGRC)

1.47 Market Share Analysis (Malaysia)

AL presenl, there are three organisations involved in bicinformatics analysis in Malaysia,
namely MGRC, GENOMalaysia and ACGT, ACGT provides in-house bioinformalics analysis
services Tor ihe purpose of developing applications mnternally, and is nol involved in
commercial or contract bicinformalics services, i.e. it does nol provide bioinformalics analysis
services to external clienls. As such, it is not considered an active compeltitar in Malaysia.

GENOMalaysia, being a non-profit govemmental organisation, provides biginformatics
analysis services to oiher public secltor research organisations in Malaysia. It does not operate
on a cormercial basis, bul rather as a Government arganisation providing support to the
bivinformatics commurity in Malaysia. From a competbiive perspective, MGRC and
GENOMalaysia are active players in the domestic markel for bicinformatics analysis. \While
GEMDOMalaysia is a not-for-profit organisation, by offering bipinformatics analysis services 1o
____________________________________________________________________________________________________________________|
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local public sector organisations, it effectively compeles wilh MGRC for clients in this market
segment in Malaysia.

MGRC is currently the only ptayver in Mailaysia providing commercial bisinfarmatics analysis
services for multiple second ang third generation sequencing machines; serving public and
private sector srganisations in Malaysia and internationally. 1L is the only company in Malaysia
generating commerctal revenues from this service and has established itself as Malaysia's
leading provider of Conlract Genomics Services.

1.18 Relevant Laws and Regulations

In Malaysia, it is commonpiace that laws are usually lagging behind new lechnologies that are
introduced in the markel. Laws are usually crafted cut due 1o wrong doings and misuse of the
technologies. The same applies 1o bioinformatics in the local seene. Currently Lhere are no
existing laws for this new emerging technology. A similar siluation has been observed in the
biotechnolagy industry as well whereby regulations on genetic modification came into place
after years of research and when the public voiced out their dissatisfaclion.

1.19 Cutlock and Prospects for the Cormpany

Bioinformatics analysis is an integral part of the bininformatics value chain. The value chain consists
of sequencing, assermbly and mapping, analysis and end-user applications. Currently, the Company
is involved in the pre-analysis {assembly and mapping) and analysis segment of the bininformatics
value chain. Within this conlext, MGRC “brings meaning” to sequenced genomic data, and thus
contribules to research areas such 3s disease prevenlion, drug discovery, crop yield improvements
and ervironmental management. Bioinformatics analysis plays a key role in bringing sequenced
genomic data to the development of specific end-use applicalions.

Much has been published on the seguencing indusiry, and perhaps even more on lhe role of
bicinformatics in developing innovative products in sectors such as healthcare, pharmaceuticals and
agriculture, but litle is known of the erilical function of bivinformalics analysis in the value chain.

The Company i planning b explore the sequencing services segment and to have its own
databank of analysed genomic dats which will then cover the full spectrumn of bicinformatics
services, This will make the Company an integraled centre for biginformatics services.

With its own sequencing capabilities, MGRC will be able to provide more cosl-effective services 10
clients al & shorer turmaround tme as they will not need 1o oulsource their sequencing services.
With this anlicipaled move 1o become an integrated player in the bicinformatics industry, MGRC will
be better positioned for continued success,

Az a leading player in the nascent biginformatics analysis indusiry in Malaysia, MGRC serves clients

worldwide, and effectively competes in Lhe global bicinfarmatics analysis marketplace. The
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prospecls of the Company are therefora tied to the global outlook of the industry, and not against the
domestic growth siluation.

Figure $-15; Current and Planned Position of MGRC in the Bicinformatics Industry
Value Chain

Value Chain of the Bicinformatics |ndustry

Erd-lsars

Seqquencing ffaching
Aanprchiers

Source: Fros! 8 Sullivan

With strong growth anticipated for the glohal bininformatics analysis industry, the outlook for MGRC
is highly promising. The CAGR for the bioinformatics industry globally is anticipated to be about
21.4% in the period 20059 to 2014, while the bicinformatics anafysis industry is expecied to grow at
an even higher CAGR of 24.9% during Ihe same peried, driven significantly by the large amaunts of
sequenced data produced by the next generation sequencing machines over the last three to four
years, and the continued growth of such data with the anlicipated launch of third generation
sequencing machines in 2010 1o 2011.

Additionally, the work that the Company is involved in i3 in culting edge technology, delivering
oulputs Lo clients that contnbute 1o erucial medical, social and ultimately buman development, all of
which are areas of focus for many public and private research arganisations not only teday, but for
many upcoming decades as well. Much of the analysis provided by the Company hag either led
towards, ar could potential be applied to, assisting in research on disease prevenlion, drug
discovery, Crop improvernant, renawable enargy sources and environmenlal protection.

During the period of this research, conducted between December 2009 and March 2010, the only
notable players in the Asia Pacific region carmying out commercial biginformatics analysis services
|
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{i.e. fee-based services to external clients), apart from MGRC, were the Beijing Genomics Institute
in Ching and GenaWorks Py Lid in Australia. These organisations are nol public listed.

There are also other organisalions in Asia involved in bicinformatics research, including
bivinformalics analysis, but these are largely unjversities or government résearch institules that do
not provide fee-based services to external clients.

MGRC is primed, az a firsl mover in Asia, to capitalize on lhe opporlunities in bioinformatics
analysis, With its stable of established dients and ability to offer cost competitive quality analysis, the
Company is in @ position to emerge as an important player in the global industry.
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